STable 1: Summary of sequencing data 
	Sample
	Library Name
	Raw Reads
	Clean Reads
	Raw Base(G)
	Clean Base(G)
	Effective(%)
	Error(%)
	Q20(%)
	Q30(%)
	GC(%)

	A
	FDSW250469774-1r
	19777766
	19365682
	2966664900
	2904852300
	97.92
	0.01
	98.9
	96.26
	40.55

	B
	FDSW250469775-1r
	15051566
	14915422
	2257734900
	2237313300
	99.1
	0.01
	98.97
	96.64
	38.87

	C
	FDSW250469776-1r
	13405118
	13270420
	2010767700
	1990563000
	99
	0.01
	98.94
	96.5
	40.96

	D
	FDSW250469777-1r
	20341020
	20064286
	3051153000
	3009642900
	98.64
	0.01
	98.75
	95.6
	46.57

	E
	FDSW250469778-1r
	13824270
	13697818
	2073640500
	2054672700
	99.09
	0.01
	98.99
	96.65
	40.23

	F
	FDSW250469779-1r
	13596302
	13479922
	2039445300
	2021988300
	99.14
	0.01
	98.97
	96.71
	37.48

	G
	FDSW250469780-1a
	15845326
	15649348
	2376798900
	2347402200
	98.76
	0.01
	98.39
	94.64
	37.65

	H
	FDSW250469781-1r
	20507138
	20310940
	3076070700
	3046641000
	99.04
	0.01
	98.89
	96.27
	39.07



