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Table S1. Description of sample locations
	Type
	Coordinates
	Soil type, WRB 2022
	Code

	Arable land 
	65.503376, 72.647211
	Hortic Podzol (Arenic)
	FA 

	Arable land (abandoned 17 y.o.)
	65.336806, 72.982361
	Plaggic Podzol (Arenic)
	FAa

	Arable land (abandoned 17 y.o.)
	65.336545, 72.981920
	Plaggic Podzol (Arenic)
	

	Arable land (abandoned 29 y.o.)
	65.508750, 72.634000
	Plaggic Podzol (Arenic)
	

	Arable land (abandoned 17 y.o.)
	65.503419, 72.647971
	Plaggic Podzol (Arenic)
	

	Natural landscape (5-10 cm)
	65.525604, 72.477900
	Fibric Histosols
	NLt

	Natural landscape (5-10 cm)
	 65.525572,72.478333
	Fibric Histosols
	

	Natural landscape (5-10 cm)
	65.550354, 72.550645
	Fibric Histosols
	

	Natural landscape (5-10 cm)
	65.647094, 71.858232
	Fibric Histosols
	

	Natural landscape (5-10 cm)
	65.525568, 72.478061
	Fibric Histosols
	

	Natural landscape (>30 cm)
	65.525604, 72.477900
	Fibric Histosols
	PNLt

	Natural landscape (>30 cm)
	65.525568, 72.478061
	Fibric Histosols
	

	Natural landscape (>30 cm)
	65.550354, 72.550645
	Fibric Histosols
	

	Natural landscape (>30 cm)
	65.647094, 71.858232
	Fibric Histosols
	

	Natural landscape
	65.702361, 71.781035
	Albic Podzol
	NLр

	Natural landscape
	65.702646, 71.779710
	Albic Podzol
	NLр
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Figure S1. The amount of DNA corresponding to fungi and bacteria determined by RT-PCR.
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Figure S2. The relative abundance of bacterial phyla that make up the so-called "microbial dark matter", which certain genera are known as intracellular symbionts of eukaryotes (protists).
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[bookmark: _GoBack]Figure S3. The relative abundance of bacterial taxa at the genus level. The top 20 genera are shown; the rest are grouped into other genera.
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Figure S4. The relative abundance of fungal taxa at the genus level. The top 20 genera are shown, the rest are grouped into other genera.
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Figure S5. The metabolic activity of microbial communities in borehole sediments at different depths
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Figure S6. Spearman correlation analysis relationships between chemical, microbiological parameters of soils and microbial diversity and ARGs diversity
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Figure S7. Publication trends for Arctic soil research in PubMed.
Number of publications retrieved using the combined keywords "Soil" AND "Arctic" in the PubMed database (1990-2023).
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