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Table S1 Effects of drought and dilution on the composition of bacterial communities in root and rhizosphere (RS)
	PEAMANOVA
	R2
	p

	Compartment 
 (RS vs Root)
	0.67
	p < 0.001

	RS
	Dilution
	0.72
	p < 0.001

	
	Drought
	0.16
	p < 0.01

	Root
	Dilution
	0.11
	p < 0.05

	
	Drought
	0.17
	p < 0.01




Table S2 Parameter of rhizosphere and root bacterial community networks
	Parameter
	RS
	Root

	Number of nodes
	189
	67

	Number of edges
	2186
	147

	Average degree
	23.132
	4.388

	Graph density
	0.123
	0.066

	Average path length
	3.178
	4.481

	Modularity
	0.258
	0.725

	Average cluster coefficient
	0.641
	0.688
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Fig.S1 Wheat height and weight under control and drought conditions. Asterisks indicate significance: ***P value < 0.001. 
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Fig.S2 Community-level rrn copy numbers across dilution levels. Different letters indicate significant differences among different dilution level at P < 0.05.
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Fig.S3 Composition of rhizosphere and root bacterial communities at phylum level.
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Fig.S4 Alpha diversities of bacterial communities (Shannon) across dilution levels. Different letters indicate significant differences among different dilution level at P < 0.05.
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Fig.S5 Community niche breadth across dilution levels. Different letters indicate significant differences among different dilution level at P < 0.05.
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Fig.S6 Average variation degree (AVD) of communities across dilution levels. Different letters indicate significant differences among different dilution level at P < 0.05.
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Fig.S7 Composition of rhizosphere and root bacterial community function.
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