Table S2. The datasets without distinction of amino acid types

Number of Number of Surface Number of Interface Percentage .
Dataset . . Benchmark Version
Monomers Residues Residues (%)
Training set 68 13829 1912 13.8 3.0
Validation set 40 7346 1024 13.9 4.0 (updated)
Test set 26 5759 639 11.1 5.0 (updated)
Sum 134 26934 3575 13.3 5.0

The data information shown above are mainly composed of the number of monomers, surface residues and interface residues, the percentage of
interface residues in different datasets.



