Table 2. Differential proteins identified by MALDI-TOF/TOF MS

Mascot

Protein score

MW

Fold-change

Spot No.  gi No. Gene name Protein name pl Biological function
score ClL% [kDa] ( BD 11 /MDD)

1 119598594 AHSG alpha-2-HS-glycoprotein, isoform CRA b 81 99.717 23147.6 4.81 Inflammation 7.387
2 340745278 HSF2 Heat shock factor protein 2 isoform ¢ 73 97.854 27010.3 9.67 Inflammation 0.08]
3 4502261 SERPINC1  Antithrombin-III precursor 250 100 53025 6.32 Blood coagulatio and inflammation ~ 2.44%
4 4504893 KNG1 Kininogen-1 isoform 2 precursor 134 100 48936.1 6.29 Blood coagulatio and inflammation ~ 0.11]
5 119598586 KNG1 Kininogen 1, isoform CRA b 194 100 72953.5 6.34 Blood coagulatio and inflammation ~ 0.47]
6 19923106 PONI1 Serum paraoxonase/arylesterase 1 82 99.696 39877.3 5.08 Lipid metabolism 0.1}
7 262050546 KNG1 Kininogen-1 isoform 3 precursor 346 100 44763 6.07 Blood coagulatio and inflammation ~ 2.57
8 139653 VTN Vitronectin 80 99.591 55069.5 5.55 Immune 3.52¢
9 71773110 APOA4 Apolipoprotein A-IV precursor 97 99.992 45344.5 5.28 Lipid metabolism 0.33]
10 41872583 ROCK2 Rho-associated protein kinase 2 77 98.844 161939.2  5.75 Apoptosis 0.43]
11 119589476 C3 Complement component 3, isoform CRA a 78 99.436 144417.1 8.24 Immune 0.47]
12 119592981 A1BG alpha-1-B glycoprotein 627 100 54808.8 5.58 Immune 3.597
13 4502133 APCS Serum amyloid P-component precursor 333 100 25485.2 6.1 Inflammation 0.10]
14 54036678 ACTGI Actin, cytoplasmic 2 141 100 42107.9 5.31 Cell motility 0.27]
15 74739412 POTEKP Putative beta-actin-like protein 3 216 100 42331 591 Blood coagulation 327
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16 116242809 SYNE2 Nesprin-2 70 95.181 801816.8  5.26 0.45]
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BD II, bipolar II disorder; MDD, unipolar major depressive disorde; MW, molecular weight; pl, isoelectric point.



