Supplemental Fig. 1. The activity of GE in H1 hESCs.

A. GE interacts with the promoter of the GLUT1 gene in H1 hESCs as confirmed by
3C assay. GE exhibited the enhancer-specific epigenetic markers in H1 hESCs. The
GLUT1 promoter is shaded dark blue and the target restriction fragments shaded light
blue. The GE-containing fragment is shaded pink. Relative cross-linking data for each
restriction fragment was plotted. Data are represented as mean + SD. N=3.

B. The primers to genotype the GE-KO H1 hESCs are indicated.

C. The PCR analysis confirmed the homozygous disruption of GE in GE-KO H1
hESC lines.

D. The deletion of GE in H1 hESCs reduced the mRNA levels of GLUT1 gene. Data
are represented as mean + SD. N=3.

E. Sequencing analysis confirmed the deletion of 1361bp GE in GE-KO hESCs.

F. Knockdown of SOX2, OCT4, or NANOG alone did not affect the expression of the
GLUT1 mRNA. The heatmap of the gene expression after the knockdown of NANOG,
OCT4 and SOX2 in hESCs was shown on the left, and the expression of specific
genes on the right. The gene expression profiles of hESCs after the knockdown of
NANOG, OCT4 and SOX2 were downloaded from GEO (accession GSE34904).
Data are represented as mean = SD. N=8.
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