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Uterine (TCGA pub)
CCLE (Broad)

CCLE (Broad)
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Lung adeno (TCGA pub)
Lung adeno (Broad)
CCLE (Broad)

Stomach (TCGA)

Lung adeno (TCGA)
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R558H
R581C
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R623W
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R769W
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R790Q
R817G
R832G
R849L
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CCLE (Broad)

Lung adeno (Broad)
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Missense
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0.27
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0.5
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0.5
0.5
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0.38
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0.8
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6281
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0.36
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0.53

0.5

0.23
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0.21
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0.14
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37
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326
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15124
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39
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diploid
hetloss
AMP
diploid
gain
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Neutral
Medium
Medium
Low
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Neutral
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Neutral
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NA

NA

NA
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NA
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NA

NA
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0.68
0.5
0.5

0.15

0.15

0.03
0.5

0.39

0.39

0.15

0.15

0.58
0.65

0.15
0.26
0.07
0.09
0.08

0.39
0.39

0.41
0.26
0.26
0.53

0.13
0.13
0.33
0.22
0.29
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216
436
425
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279
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37
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56
4766
741
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935
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1036
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hetloss
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cccccccc
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0.49
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SIFT

Damaging
Damaging
Damaging
Damaging
Tolerated

Damaging
Damaging
Tolerated
Tolerated
Tolerated
Tolerated
Tolerated
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Tolerated
Tolerated
Damaging

PROVEAN PolyPhen-2 MutationAsstSNV in dbSN MAF(Minor Allel Frequency

Neutral ly/possibly dar  neutral
Neutral ly/possibly dar  neutral
Deleterious -obably damagil neutral
Neutral benign neutral
Neutral benign neutral
Neutral benign neutral
Neutral benign neutral
Neutral benign neutral
Neutral benign neutral
Neutral benign neutral
Neutral benign neutral
Neutral benign neutral
Deleterious >bably damagi  neutral
Deleterious >bably damagi low
Deleterious >bably damagi low
Deleterious ly/possibly dat low
Deleterious ly/possibly dat low
Deleterious -obably damagil high
Deleterious -obably damagil high
Deleterious issibly damagi low
Deleterious benign low
Deleterious benign low
Deleterious possibly dama;medium
Neutral  ossibly damagir low
Deleterious benign neutral
Deleterious >bably damagi low
Deleterious >bably damagi low
Deleterious >bably damagi low

Deleterious
Neutral benign
Neutral benign

Deleterious >bably damagi

probably damz medium

neutral
low

medium

A324V C>T

E1016K 1 G>A

0.348

NA



Damaging Deleterious cbably damagi  medium
Damaging Neutral  ossibly damagir low
Damaging Neutral »>bably damagi  neutral
Damaging Neutral »>bably damagi  neutral
Damaging Deleterious >bably damagi  neutral
Damaging Deleterious >bably damagi  neutral
Damaging Deleterious ly/possibly dar  medium
Damaging Deleterious ly/possibly dar  medium
Damaging Deleterious ly/possibly dar  medium
Damaging Deleterious probably damz high
Damaging Deleterious >bably damagi  medium
Tolerated Deleterious benign neutral
Tolerated Deleterious benign neutral
Damaging Neutral benign low
Tolerated Neutral benign low
Damaging Neutral >bably damagi low
Damaging Neutral  -obably damagil low
Damaging Neutral benign neutral
Damaging Neutral possibly dama; low
Tolerated Neutral benign neutral
Damaging Deleterious -obably damagiit  medium
Damaging Deleterious -obably damagiit  medium
Damaging Deleterious benign low
Tolerated Neutral possibly damaj neutral
Damaging Neutral >bably damagi low
Damaging Deleterious -obably damagii  medium
Damaging Deleterious -obably damagii  medium
Damaging Neutral probably dame medium
Damaging Neutral »>bably damagi  neutral
Damaging Deleterious >bably damagi high
Tolerated Deleterious bly damaging/b  medium
Damaging Deleterious probably damz low
Tolerated Neutral benign neutral

G363S, C>A



Damaging
Damaging
Damaging

Tolerated

Tolerated
Damaging
Damaging

Damaging
Damaging
Tolerated
Tolerated
Tolerated
Tolerated
Damaging
Tolerated
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Tolerated

Tolerated
Tolerated
Damaging

Damaging

Damaging

Damaging
Damaging

Neutral
Neutral

Jbably damagi
>bably damagi

Deleterious >bably damagi

Neutral benign
Neutral benign
Neutral  -obably damagil
Neutral  -obably damagil
Neutral ly/possibly dai
Neutral ly/possibly dai
Deleterious issibly damagi
Neutral benign
Neutral benign
Neutral benign
Deleterious benign
Neutral benign
Deleterious benign

Deleterious >bably damagi
Deleterious >bably damagi
Deleterious >bably damagi

Neutral benign
Deleterious >bably damagi
Deleterious -obably damagil
Deleterious ly/possibly dar
Deleterious ly/possibly dar
Neutral  oly/possibly dar
Neutral benign
Neutral benign
Neutral benign
Neutral >bably damagi
Neutral benign
Neutral benign
Neutral  oly/possibly dar
Neutral  bly damaging/b

low
low
low

low L841F, C>T
low L841F, C>T

low
low

low
low
neutral

neutral

neutral

neutral
low

neutral

neutral

low
low
low

neutral P551L, C>T,2
low
low

medium

medium

neutral

low

low
low

medium Q74R,A>G,2

low

low

low
neutral

NA

NA



Damaging
Damaging
Damaging
Damaging
Damaging
Tolerated
Tolerated
Damaging
Damaging
Damaging
Damaging
Tolerated
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Tolerated

Neutral benign neutral
Neutral benign neutral
Neutral benign neutral
Neutral benign neutral
Neutral benign neutral
Neutral benign neutral
Neutral benign neutral
Deleterious -obably damagil low
Deleterious -obably damagil low
Deleterious probably dam: low
Deleterious cbably damagi  medium
Deleterious possibly dama; low
Deleterious cbably damagi  medium
Deleterious cbably damagi  medium
Deleterious cbably damagi  medium
Deleterious cbably damagi  medium
Deleterious probably damz high
Deleterious >bably damagi low
Deleterious probably damz low
Deleterious possibly damaj neutral
Deleterious probably damz medium
Deleterious cbably damagi  medium
Neutral benign low
Neutral benign low
Neutral benign low
Neutral benign neutral
Neutral benign low
Neutral benign low
Neutral  ossibly damagir low
Neutral  ossibly damagir low
Deleterious >bably damagi  medium
Neutral benign medium
Neutral benign medium
Deleterious >bably damagi  medium
Deleterious >bably damagi  medium
Deleterious probably dame medium
Neutral benign neutral
Neutral benign neutral
Neutral benign neutral
Neutral benign neutral
Deleterious benign neutral

S33L2C>T
S33L2 C>T

S91L, C>T,2
S91L, C>T,3

NA
NA

NA
NA



Damaging
Damaging
Damaging
Damaging
Damaging
Damaging
Tolerated
Tolerated

Deleterious
Deleterious
Deleterious
Deleterious
Deleterious
Deleterious
Neutral
Neutral

Jbably damagi
benign
-‘obably damagii
>bably damagi
benign
benign
benign
benign

medium
medium
high
high
neutral
low
neutral
neutral

Y531H, T>C
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