
Figure S1. Activating exogenous genes through dCas9-VPR system in mESCs and MEFs 
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Figure S2. Characterization of iVPR hESC clones 
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Figure S3. Upregulation of NANOG by dCas9-VPR promoted naïve state of pluripotency 
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0 51 (100%) 33 (100%) 59 (100%) 51 (100%) 

1 50 (98%) 32 (97%) 58 (98%) 50 (98%) 

2 50 (98%) 32 (97%) 58 (98%) 49 (96%) 

3 49 (96%) 32 (97%) 57 (97%) 48 (94%) 

4 48 (94%) 31 (94%) 56 (95%) 45 (88%) 

5 46 (90%) 30 (91%) 56 (95%) 43 (84%) 

6 46 (90%) 30 (91%) 53 (90%) 43 (84%) 

7 46 (90%) 30 (91%) 46 (78%) 41 (80%) 

8 45 (88%) 29 (88%) 44 (75%) 39 (76%) 

9 45 (88%) 29 (88%) 42 (71%) 38 (75%) 

10 43 (84%) 26 (79%) 34 (58%) 37 (73%) 

11 43 (84%) 26 (79%) 32 (54%) 37 (73%) 

12 42 (82%) 24 (73%) 29 (49%) 31 (61%) 

13 42 (82%) 24 (73%) 29 (49%) 31 (61%) 

Figure S4. Analysis of iNANOG cells integration in mouse blastocysts  
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