
 



Supplementary Figure 1. The protein level of NDFIP1 in 17 NSCLC and paired 

paratumor samples. The quantification of IHC staining intensity of NDFIP1 is shown 

below each graph.  
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Supplementary Figure 15. The protein level of TAZ in 17 NSCLC and paired 

paratumor samples. The quantification of IHC staining intensity of TAZ is shown 

below each graph. 
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