
GeneName(/ represent overlapping mutations between two transcripts)Transcript SampleName

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-22-4613-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-B0-5710-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-C8-A26V-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-AX-A0J1-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 HCC4T

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 HX13T

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-AA-3492-01

LATS1_ENST00000543571 ENST00000543571 TCGA-30-1891-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-B5-A0JY-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-BS-A0UV-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 YURIDA

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 ESO-2143

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-B5-A0JY-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 LUAD-CHTN-MAD06-00668

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-GD-A3OP-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 4_RESISTANT

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 S00050

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-AX-A0J0-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 S00827

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-AD-6964-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-AD-6889-01

LATS1 ENST00000543571 16913

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-G4-6588-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-D5-6536-01

LATS1 ENST00000543571 16678

LATS1_ENST00000543571 ENST00000543571 LAU165

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 LUAD-RT-S01702

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-CI-6624-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-CF-A1HR-01

LATS1_ENST00000543571 ENST00000543571 TCGA-AA-3984-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 YUAKER

LATS1_ENST00000543571 ENST00000543571 SA106

LATS1_ENST00000543571 ENST00000543571 TCGA-A6-2676-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-CF-A1HR-01

LATS1_ENST00000253339 ENST00000253339 112241

LATS1_ENST00000253339 ENST00000253339 108422

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-91-6840-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-80-5611-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-55-7281-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-05-4424-01



LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-G4-6321-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-CK-4950-01

LATS1 ENST00000543571 16660

LATS1_ENST00000253339 ENST00000253339 TCGA-13-1483-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-44-7670-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 HCT-116

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-DR-A0ZM-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-BP-4989-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-AX-A063-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 ccRCC-10

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-AP-A0LM-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-A3-3349-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 LC_S49

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-AA-A00N-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-BS-A0UF-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 RK133_C01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-D1-A174-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-A5-A0G9-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-AZ-6598-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 267T

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-CK-5916-01

LATS1_ENST00000253339 ENST00000253339 TCGA-24-1603-01

LATS1_ENST00000543571 ENST00000543571 TCGA-A6-2676-01

LATS1 ENST00000543571 Br27P

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-CK-5916-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-CM-6168-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-E2-A14O-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-AX-A0J0-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 T155

LATS1_ENST00000543571 ENST00000543571 TCGA-AG-A002-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-AX-A05Z-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-AA-A00N-01

LATS1_ENST00000253339 ENST00000253339 TCGA-24-1419-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-69-7979-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-50-6590-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 YUDAB

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 RK050_C01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-55-7907-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-AA-3681-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-91-6829-01

LATS1_ENST00000543571 ENST00000543571 TCGA-AA-3516-01



LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-AD-6889-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-35-4122-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 LUAD-CHTN-3090416

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-A5-A0G9-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 HCT-15

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-22-4604-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-CF-A3MG-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-BS-A0UV-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-F4-6570-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-29-1699-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-D1-A161-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 BN26T

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-D8-A147-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 LPJ108

LATS1_ENST00000253339 ENST00000253339 103854

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 CHC1053T

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 ccRCC-41

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-AA-A02H-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-66-2783-01

LATS1_ENST00000253339 ENST00000253339 103450

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 LOXIMVI

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-CL-5918-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 HCC121T

LATS1_ENST00000253339 ENST00000253339 TCGA-04-1331-01

LATS1_ENST00000253339 ENST00000253339 TCGA-A8-A07R-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-13-0714-01

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 MCF7

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 TCGA-AA-A00N-01

LATS1_ENST00000543571 ENST00000543571 PD3945a

LATS1_ENST00000253339/ENST00000543571 ENST00000253339 pfg019T

LATS1 ENST00000543571 PD1414a

LATS1 ENST00000543571 PD1364a



SampleID AAMutation CDSMutation PrimaryTissueTissueSubtype1TissueSubtype2Histology

1780932 p.V25F c.73G>T Lung NS NS Carcinoma

1779866 p.R28Q c.83G>A Kidney NS NS Carcinoma

1900028 p.E36D c.108A>T Breast NS NS Carcinoma

1783377 p.S45Y c.134C>A Endometrium NS NS Carcinoma

1919210 p.T59A c.175A>G Liver NS NS Carcinoma

1919258 p.T59A c.175A>G Liver NS NS Carcinoma

1650967 p.E60G c.179A>G LargeintestineColon Ascending Carcinoma

1558613 p.L78fs*54 c.233delT Ovary NS NS Carcinoma

1783388 p.R82* c.244C>T Endometrium NS NS Carcinoma

1783478 p.R82* c.244C>T Endometrium NS NS Carcinoma

2013674 p.R82* c.244C>T Skin NS NS Malignantmelanoma

1890935 p.R82Q c.245G>A Oesophagus Lowerthird NS Carcinoma

1783388 p.E100* c.298G>T Endometrium NS NS Carcinoma

1765262 p.P158S c.472C>T Lung NS NS Carcinoma

1898132 p.W178* c.534G>A Urinarytract Bladder NS Carcinoma

2062384 p.P193fs*11 c.575_576insCNS NS NS Malignantmelanoma

1759179 p.Y200S c.599A>C Lung NS NS Carcinoma

1783376 p.R233S c.699A>C Endometrium NS NS Carcinoma

1759193 p.V234L c.700G>C Lung NS NS Carcinoma

1651148 p.R252G c.754A>G LargeintestineCaecum NS Carcinoma

1651142 p.R252G c.754A>G LargeintestineColon Ascending Carcinoma

1423755 p.R252I c.755G>T Lung NS NS Carcinoma

1651337 p.T255A c.763A>G LargeintestineCaecum NS Carcinoma

1651254 p.T255A c.763A>G LargeintestineColon Sigmoid Carcinoma

1423698 p.T255N c.764C>A Lung NS NS Carcinoma

1675361 p.P263S c.787C>T Skin Headneck NS Malignantmelanoma

1765245 p.P266fs*19 c.797delC Lung NS NS Carcinoma

1651595 p.Y277C c.830A>G LargeintestineRectum NS Carcinoma

1779245 p.I288M c.864C>G Urinarytract Bladder NS Carcinoma

1651090 p.P301H c.902C>A LargeintestineColon Sigmoid Carcinoma

2013574 p.S308F c.923C>T Skin NS NS Malignantmelanoma

1659977 p.S321T c.962G>C Breast NS NS Carcinoma

1650923 p.S336G c.1006A>G LargeintestineCaecum NS Carcinoma

1779245 p.S387F c.1160C>T Urinarytract Bladder NS Carcinoma

1520721 p.G393A c.1178G>C Lung NS NS Carcinoma

1520784 p.S394Y c.1181C>A Ovary NS NS Other

1914093 p.H417D c.1249C>G Lung RightupperlobeNS Carcinoma

1780232 p.M419I c.1257G>A Lung NS NS Carcinoma

1914016 p.N463S c.1388A>G Lung Middlelobe NS Carcinoma

1780070 p.N471S c.1412A>G Lung NS NS Carcinoma



1651333 p.R502C c.1504C>T LargeintestineCaecum NS Carcinoma

1651193 p.R502C c.1504C>T LargeintestineColon Ascending Carcinoma

1423693 p.R502C c.1504C>T Lung NS NS Carcinoma

1474887 p.P506R c.1517C>G Ovary NS NS Carcinoma

1913986 p.W519C c.1557G>C Lung RightupperlobeNS Carcinoma

1998442 p.P533fs*8 c.1593delT LargeintestineColon NS Carcinoma

1779769 p.G535E c.1604G>A Cervix NS NS Carcinoma

1779924 p.G554E c.1661G>A Kidney NS NS Carcinoma

1783368 p.P579S c.1735C>T Endometrium NS NS Carcinoma

1980746 p.K595N c.1785G>T Kidney NS NS Carcinoma

1783352 p.K607N c.1821G>T Endometrium NS NS Carcinoma

1779784 p.I615T c.1844T>C Kidney NS NS Carcinoma

1863760 p.N620K c.1860C>A Lung NS NS Carcinoma

1651102 p.F641L c.1923C>A LargeintestineCaecum NS Carcinoma

1783473 p.F641L c.1923C>A Endometrium NS NS Carcinoma

1918882 p.E644G c.1931A>G Liver NS NS Carcinoma

1783520 p.V650A c.1949T>C Endometrium NS NS Carcinoma

1783305 p.R657C c.1969C>T Endometrium NS NS Carcinoma

1651172 p.K662fs*3 c.1986delA LargeintestineCaecum NS Carcinoma

2067177 p.Q663L c.1988A>T Liver NS NS Carcinoma

1651200 p.E689fs*18 c.2064delA LargeintestineCaecum NS Carcinoma

1475042 p.R694C c.2080C>T Ovary NS NS Carcinoma

1650923 p.M704V c.2110A>G LargeintestineCaecum NS Carcinoma

1312984 p.V719I c.2155G>A CentralnervoussystemBrain NS Glioma

1651200 p.V719A c.2156T>C LargeintestineCaecum NS Carcinoma

1651230 p.V719A c.2156T>C LargeintestineColon Ascending Carcinoma

1900113 p.R737* c.2209C>T Breast NS NS Carcinoma

1783376 p.R737* c.2209C>T Endometrium NS NS Carcinoma

1861137 p.R737* c.2209C>T Endometrium NS NS Carcinoma

1651648 p.R737* c.2209C>T LargeintestineRectum NS Carcinoma

1783365 p.R744* c.2230C>T Endometrium NS NS Carcinoma

1651102 p.R744Q c.2231G>A LargeintestineCaecum NS Carcinoma

1475026 p.A748T c.2242G>A Ovary NS NS Carcinoma

1914043 p.A758S c.2271_2272GG>TTLung RightupperlobeNS Carcinoma

1780168 p.N762S c.2285A>G Lung NS NS Carcinoma

2013596 p.M782I c.2346G>A Skin NS NS Malignantmelanoma

1918840 p.P786H c.2357C>A Liver NS NS Carcinoma

1914028 p.G787V c.2360G>T Lung RightupperlobeNS Carcinoma

1651021 p.M790T c.2369T>C LargeintestineCaecum NS Carcinoma

1780235 p.S803T c.2408G>C Lung NS NS Carcinoma

1650977 p.A805V c.2414C>T LargeintestineColon Ascending Carcinoma



1651142 p.R806* c.2416C>T LargeintestineColon Ascending Carcinoma

1780086 p.H820R c.2459A>G Lung NS NS Carcinoma

1765183 p.R827T c.2480G>C Lung NS NS Carcinoma

1783305 p.L844M c.2530T>A Endometrium NS NS Carcinoma

1998443 p.T851I c.2552C>T LargeintestineColon NS Carcinoma

1780891 p.R854K c.2561G>A Lung NS NS Carcinoma

1898088 p.Q863E c.2587C>G Urinarytract Bladder NS Carcinoma

1783478 p.D871Y c.2611G>T Endometrium NS NS Carcinoma

1651303 p.P882H c.2645C>A LargeintestineColon Transverse Carcinoma

1731238 p.L894I c.2680T>A Ovary NS NS Carcinoma

1783500 p.A899fs*5 c.2695_2704del10Endometrium NS NS Carcinoma

1919146 p.T913I c.2738C>T Liver NS NS Carcinoma

1900046 p.E920fs*9 c.2759_2769del11Breast NS NS Carcinoma

1901068 p.F950L c.2850C>A HaematopoieticandlymphoidNS NS Lymphoidneoplasm

1520441 p.Q959H c.2877A>C Breast NS NS Carcinoma

1713734 p.? c.2883+1G>T Liver NS NS Carcinoma

1980777 p.P973T c.2917C>A Kidney NS NS Carcinoma

1651130 p.R990Q c.2969G>A LargeintestineColon Sigmoid Carcinoma

1782843 p.D994N c.2980G>A Lung NS NS Carcinoma

1520559 p.R995C c.2983C>T Breast NS NS Carcinoma

1998452 p.R995L c.2984G>T HaematopoieticandlymphoidNS NS Lymphoidneoplasm

1651598 p.R995H c.2984G>A LargeintestineRectum NS Carcinoma

1919180 p.F1010L c.3030T>A Liver NS NS Carcinoma

1474885 p.R1020T c.3059G>C Ovary NS NS Carcinoma

1899686 p.P1028A c.3082C>G Breast NS NS Carcinoma

1474912 p.P1028T c.3082C>A Ovary NS NS Carcinoma

1998454 p.D1043N c.3127G>A Breast NS NS Carcinoma

1651102 p.V1057A c.3170T>C LargeintestineCaecum NS Carcinoma

1284069 p.Q1116E c.3346C>G Breast NS NS Carcinoma

1943747 p.R1125C c.3373C>T Stomach NS NS Adenocarcinoma

895764 p.M669I c.2007G>A Lung NS NS Carcinoma

753392 p.R806P c.2417G>C Lung NS NS Carcinoma



HistologySubtype1HistologySubtype2PubmedId CGPStudy SomaticStatusSampleSourceZygosity

SquamouscellcarcinomaNS - COSU418 ConfirmedSomaticTumourSampleUnknown

ClearcellrenalcellcarcinomaNS - COSU416 ConfirmedSomaticTumourSampleUnknown

NS NS - COSU414 VariantofunknownoriginTumourSampleHeterozygous

EndometrioidcarcinomaNS - COSU419 VariantofunknownoriginTumourSampleHeterozygous

NS NS - COSU323 VariantofunknownoriginTumourSampleHeterozygous

NS NS - COSU323 VariantofunknownoriginTumourSampleHeterozygous

AdenocarcinomaNS - COSU376 VariantofunknownoriginUnknown Heterozygous

SerouscarcinomaNS 21720365 COSU331 ConfirmedSomaticUnknown Heterozygous

EndometrioidcarcinomaNS - COSU419 PreviouslyReportedTumourSampleHeterozygous

EndometrioidcarcinomaNS - COSU419 PreviouslyReportedTumourSampleHeterozygous

NS NS 22842228 COSU511 ConfirmedSomaticUnknown Heterozygous

AdenocarcinomaNS 23525077 COSU464 VariantofunknownoriginTumourSampleUnknown

EndometrioidcarcinomaNS - COSU419 VariantofunknownoriginTumourSampleHeterozygous

AdenocarcinomaNS 22980975 COSU431 VariantofunknownoriginTumourSampleUnknown

NS NS - COSU413 VariantofunknownoriginTumourSampleUnknown

NS NS 24265154 COSU526 ConfirmedSomaticUnknown Homozygous

SmallcellcarcinomaNS 22941188 COSU423 ConfirmedSomaticTumourSampleUnknown

EndometrioidcarcinomaNS - COSU419 VariantofunknownoriginTumourSampleHeterozygous

SmallcellcarcinomaNS 22941188 COSU423 VariantofunknownoriginTumourSampleUnknown

AdenocarcinomaNS - COSU376 VariantofunknownoriginUnknown Heterozygous

AdenocarcinomaNS - COSU376 VariantofunknownoriginUnknown Heterozygous

AdenocarcinomaNS 18948947 COSU341 ConfirmedSomaticUnknown Heterozygous

AdenocarcinomaNS - COSU376 VariantofunknownoriginUnknown Heterozygous

AdenocarcinomaNS - COSU376 VariantofunknownoriginUnknown Heterozygous

AdenocarcinomaNS 18948947 COSU341 ConfirmedSomaticUnknown Heterozygous

SuperficialspreadingNS 22197931 COSU389 VariantofunknownoriginCultured Heterozygous

AdenocarcinomaNS 22980975 COSU431 VariantofunknownoriginTumourSampleUnknown

AdenocarcinomaNS - COSU375 VariantofunknownoriginTumourSampleHeterozygous

NS NS - COSU413 ConfirmedSomaticTumourSampleUnknown

AdenocarcinomaNS - COSU376 ConfirmedSomaticUnknown Unknown

NS NS 22842228 COSU511 ConfirmedSomaticUnknown Heterozygous

Basal(triple-negative)carcinomaNS 22495314 COSU384 ConfirmedSomaticTumourSampleUnknown

AdenocarcinomaMucinous - COSU376 ConfirmedSomaticUnknown Unknown

NS NS - COSU413 ConfirmedSomaticTumourSampleUnknown

SquamouscellcarcinomaNS 20668451 COSU338 ConfirmedSomaticTumourSampleUnknown

Neoplasm NS 20668451 COSU338 ConfirmedSomaticTumourSampleUnknown

AdenocarcinomaNS - COSU417 VariantofunknownoriginTumourSampleUnknown

AdenocarcinomaNS - COSU417 VariantofunknownoriginTumourSampleUnknown

AdenocarcinomaNS - COSU417 VariantofunknownoriginTumourSampleUnknown

AdenocarcinomaNS - COSU417 VariantofunknownoriginTumourSampleUnknown



AdenocarcinomaNS - COSU376 VariantofunknownoriginUnknown Heterozygous

AdenocarcinomaNS - COSU376 VariantofunknownoriginUnknown Heterozygous

AdenocarcinomaNS 18948947 COSU341 ConfirmedSomaticUnknown Heterozygous

SerouscarcinomaNS 21720365 COSU331 ConfirmedSomaticTumourSampleHeterozygous

AdenocarcinomaNS - COSU417 VariantofunknownoriginTumourSampleUnknown

NS NS 23856246 COSU504 ConfirmedSomaticCultured Heterozygous

SquamouscellcarcinomaNS - COSU415 ConfirmedSomaticTumourSampleUnknown

ClearcellrenalcellcarcinomaNS - COSU416 ConfirmedSomaticTumourSampleUnknown

EndometrioidcarcinomaNS - COSU419 VariantofunknownoriginTumourSampleHeterozygous

ClearcellrenalcellcarcinomaNS 23797736 COSU494 ConfirmedSomaticUnknown Unknown

EndometrioidcarcinomaNS - COSU419 VariantofunknownoriginTumourSampleHeterozygous

ClearcellrenalcellcarcinomaNS - COSU416 ConfirmedSomaticTumourSampleUnknown

AdenocarcinomaNS 22975805 COSU453 ConfirmedSomaticTumourSampleUnknown

AdenocarcinomaMucinous 22810696 COSU376 ConfirmedSomaticUnknown Unknown

EndometrioidcarcinomaNS - COSU419 PreviouslyReportedTumourSampleHeterozygous

NS NS - COSU322 VariantofunknownoriginTumourSampleHeterozygous

EndometrioidcarcinomaNS - COSU419 ConfirmedSomaticTumourSampleUnknown

EndometrioidcarcinomaNS - COSU419 ConfirmedSomaticTumourSampleUnknown

AdenocarcinomaNS - COSU376 VariantofunknownoriginUnknown Heterozygous

HepatocellularcarcinomaNS 23788652 COSU527 ConfirmedSomaticTumourSampleUnknown

AdenocarcinomaNS - COSU376 VariantofunknownoriginUnknown Heterozygous

SerouscarcinomaNS 21720365 COSU331 ConfirmedSomaticTumourSampleHeterozygous

AdenocarcinomaMucinous - COSU376 ConfirmedSomaticUnknown Unknown

AstrocytomaGradeIVGlioblastomamultiforme18772396 - ConfirmedSomaticTumourSampleHeterozygous

AdenocarcinomaNS - COSU376 VariantofunknownoriginUnknown Heterozygous

AdenocarcinomaNS - COSU376 VariantofunknownoriginUnknown Heterozygous

NS NS - COSU414 VariantofunknownoriginTumourSampleHeterozygous

EndometrioidcarcinomaNS - COSU419 VariantofunknownoriginTumourSampleHeterozygous

SerouscarcinomaNS 23104009 COSU449 VariantofunknownoriginTumourSampleUnknown

AdenocarcinomaNS - COSU375 ConfirmedSomaticTumourSampleUnknown

EndometrioidcarcinomaNS - COSU419 VariantofunknownoriginTumourSampleHeterozygous

AdenocarcinomaMucinous 22810696 COSU376 ConfirmedSomaticUnknown Unknown

SerouscarcinomaNS 21720365 COSU331 ConfirmedSomaticTumourSampleHeterozygous

AdenocarcinomaNS - COSU417 VariantofunknownoriginTumourSampleUnknown

AdenocarcinomaNS - COSU417 VariantofunknownoriginTumourSampleUnknown

NS NS 22842228 COSU511 ConfirmedSomaticUnknown Heterozygous

NS NS - COSU322 VariantofunknownoriginTumourSampleHeterozygous

AdenocarcinomaNS - COSU417 VariantofunknownoriginTumourSampleUnknown

AdenocarcinomaNS 22810696 COSU376 ConfirmedSomaticUnknown Unknown

AdenocarcinomaNS - COSU417 VariantofunknownoriginTumourSampleUnknown

AdenocarcinomaMucinous - COSU376 ConfirmedSomaticUnknown Unknown



AdenocarcinomaNS - COSU376 VariantofunknownoriginUnknown Heterozygous

AdenocarcinomaNS - COSU417 VariantofunknownoriginTumourSampleUnknown

AdenocarcinomaNS 22980975 COSU431 VariantofunknownoriginTumourSampleUnknown

EndometrioidcarcinomaNS - COSU419 ConfirmedSomaticTumourSampleUnknown

NS NS 23856246 COSU504 ConfirmedSomaticCultured Heterozygous

SquamouscellcarcinomaNS - COSU418 ConfirmedSomaticTumourSampleUnknown

NS NS - COSU413 VariantofunknownoriginTumourSampleUnknown

EndometrioidcarcinomaNS - COSU419 VariantofunknownoriginTumourSampleHeterozygous

AdenocarcinomaNS - COSU376 VariantofunknownoriginUnknown Heterozygous

SerouscarcinomaNS - COSU331 VariantofunknownoriginTumourSampleHeterozygous

EndometrioidcarcinomaNS - COSU419 VariantofunknownoriginTumourSampleHeterozygous

NS NS - COSU323 VariantofunknownoriginTumourSampleHeterozygous

NS NS - COSU414 VariantofunknownoriginTumourSampleHeterozygous

FollicularlymphomaNS 23297126 COSU467 ConfirmedSomaticTumourSampleUnknown

HER-positivecarcinomaNS 20668451 COSU338 ConfirmedSomaticTumourSampleUnknown

HepatocellularcarcinomaNS 22561517 COSU396 VariantofunknownoriginTumourSampleUnknown

ClearcellrenalcellcarcinomaNS 23797736 COSU494 ConfirmedSomaticUnknown Unknown

AdenocarcinomaNS 22810696 COSU376 ConfirmedSomaticUnknown Unknown

SquamouscellcarcinomaNS - COSU418 ConfirmedSomaticTumourSampleUnknown

Basal(triple-negative)carcinomaNS 20668451 COSU338 ConfirmedSomaticTumourSampleUnknown

HairycellleukaemiaNS 23856246 COSU504 ConfirmedSomaticCultured Heterozygous

AdenocarcinomaNS - COSU375 VariantofunknownoriginTumourSampleHeterozygous

NS NS - COSU323 VariantofunknownoriginTumourSampleHeterozygous

SerouscarcinomaNS 21720365 COSU331 ConfirmedSomaticTumourSampleHeterozygous

NS NS - COSU414 VariantofunknownoriginTumourSampleHeterozygous

SerouscarcinomaNS 21720365 COSU331 ConfirmedSomaticTumourSampleHeterozygous

NS NS 23856246 COSU504 ConfirmedSomaticCultured Heterozygous

AdenocarcinomaMucinous 22810696 COSU376 ConfirmedSomaticUnknown Unknown

NS NS 22608084 COSU385 ConfirmedSomaticTumourSampleUnknown

NS NS 22037554 COSU479 VariantofunknownoriginTumourSampleUnknown

AdenocarcinomaNS 16140923 COSU22;COSU34ConfirmedSomaticTumourSampleUnknown

LargecellcarcinomaNS 16140923 COSU22;COSU34ConfirmedSomaticTumourSampleUnknown



GenomicCo-ordinatesGRCh37SIFT PROVEANPolyPhen-2 MutationAssessorSNV in dbSNP,contig ref>alternative

6:150023190..150023190 Damaging Neutral  neutral  benign

6:150023180..150023180 Tolerated Neutral  neutral  benign

6:150023155..150023155 Damaging Neutral  medium  benign

6:150023129..150023129 Damaging Neutral probablydamaging medium 

6:150023088..150023088 Tolerated Neutral benign neutral

6:150023088..150023088 Tolerated Neutral benign neutral

6:150023084..150023084 Damaging Neutral  low possiblydamaging/benign

6:150023030..150023030

6:150023019..150023019

6:150023019..150023019

6:150023019..150023019

6:150023018..150023018 Damaging Neutral  medium possiblydamaging/benign

6:150022965..150022965

6:150016234..150016234 Damaging Neutral  low  benign

6:150005691..150005691

6:150005649..150005650

6:150005626..150005626 Damaging Neutral  low  possiblydamaging

6:150005526..150005526 Damaging Neutral probablydamaging low 

6:150005525..150005525 Tolerated Neutral  low  probablydamaging

6:150005471..150005471 Damaging Neutral  low  benign

6:150005471..150005471 Damaging Neutral  low  benign

6:150005470..150005470 Damaging Neutral  low  possiblydamaging/benign

6:150005462..150005462 Tolerated Neutral  low  benign

6:150005462..150005462 Tolerated Neutral  low  benign

6:150005461..150005461 Tolerated Neutral  low  benign

6:150005438..150005438 Tolerated Neutral  low  probablydamaging

6:150005428..150005428

6:150005395..150005395 Damaging Deleterious  low  probablydamaging

6:150005361..150005361 Tolerated Neutral  neutral  benign

6:150005323..150005323 Damaging Neutral  low probably/possiblydamaging

6:150005302..150005302 Damaging Neutral possiblydamagingneutral

6:150005263..150005263 Damaging Neutral  low  benign

6:150005219..150005219 Tolerated Neutral  neutral  benign

6:150005065..150005065 Damaging Neutral  neutral  benign

6:150005047..150005047 Tolerated Neutral  low  benign

6:150005044..150005044 Damaging Neutral  low  possiblydamaging/benign

6:150004976..150004976 Tolerated Neutral  low  probablydamaging

6:150004968..150004968 Damaging Neutral  low  benign

6:150004837..150004837 Tolerated Neutral  low  benign

6:150004813..150004813 Tolerated Neutral benign neutral



6:150004721..150004721 Damaging Deleterious  medium  probablydamaging

6:150004721..150004721 Damaging Deleterious  medium  probablydamaging

6:150004721..150004721 Damaging Deleterious  medium  probablydamaging

6:150004708..150004708 Damaging Deleterious probablydamagingmedium

6:150004668..150004668 Damaging Deleterious  medium  probablydamaging

6:150004632..150004632

6:150004621..150004621 Tolerated Neutral  low  benign

6:150004564..150004564 Damaging Neutral  low  probablydamaging

6:150004490..150004490 Tolerated Neutral benign  neutral 

6:150004440..150004440 Damaging Neutral benign low

6:150004404..150004404 Damaging Neutral benign  medium 

6:150004381..150004381 Damaging Deleterious  neutral  benign

6:150004365..150004365 Tolerated Neutral  low  benign

6:150004302..150004302 Tolerated Deleterious  medium  benign F641L3C>A

6:150004302..150004302 Tolerated Deleterious  medium  benign F641L3C>A

6:150004294..150004294 Damaging Deleterious probablydamagingmedium

6:150004276..150004276 Tolerated Deleterious  medium  benign

6:150004256..150004256 Damaging Deleterious  medium  probablydamaging

6:150004239..150004239

6:150004237..150004237 Damaging Deleterious benign medium

6:150001540..150001540

6:150001524..150001524 Damaging Deleterious  medium  probablydamaging

6:150001494..150001494 Damaging Deleterious  neutral possiblydamaging/benignM704V,A>G

6:150001449..150001449 Damaging Neutral  medium  probablydamaging

6:150001448..150001448 Damaging Deleterious  medium  probablydamaging

6:150001448..150001448 Damaging Deleterious  medium  probablydamaging

6:150001395..150001395

6:150001395..150001395

6:150001395..150001395

6:150001395..150001395

6:150001374..150001374

6:150001373..150001373 Damaging Deleterious  neutral  probablydamagingR744Q,G>A

6:150001362..150001362 Damaging Deleterious  neutral probably/possiblydamaging

6:150001332..150001333 Damaging Deleterious  neutral probably/possiblydamaging

6:150001319..150001319 Tolerated Deleterious  neutral benign/possiblydamaging

6:150001258..150001258 Damaging Deleterious probablydamaginglow

6:150001247..150001247 Damaging Deleterious probablydamaginglow

6:150001244..15000124 Damaging Deleterious  medium  probablydamaging

6:150001235..150001235 Damaging Deleterious  low  probablydamaging

6:150001196..150001196 Tolerated Neutral  neutral  benign

6:150001190..150001190 Damaging Deleterious  neutral  probablydamaging



6:150001188..150001188

6:150001145..150001145 Damaging Deleterious  medium  probablydamaging

6:150001124..150001124 Damaging Deleterious  medium  probablydamaging

6:150001074..150001074 Damaging Neutral  medium  probablydamaging

6:150001052..150001052 Damaging Deleterious probablydamaging low 

6:150001043..150001043 Tolerated Deleterious  neutral benign/possiblydamaging

6:150001017..150001017 Tolerated Deleterious  neutral  benign

6:149997856..149997856 Damaging Deleterious probably/possiblydamaging low 

6:149997822..149997822 Tolerated Neutral  low probably/possiblydamaging

6:149997787..149997787 Damaging Neutral  low  possiblydamaging

6:149997763..149997772

6:149997729..149997729 Damaging Deleterious probablydamagingmedium

6:149997698..149997708

6:149997429..149997429 Damaging Deleterious  medium  probablydamaging

6:149997402..149997402 Damaging Deleterious  low  probablydamaging

6:149997395..149997395

6:149983341..149983341 Tolerated Neutral benign low

6:149983289..149983289 Damaging Neutral  neutral possiblydamaging/benign

6:149983278..149983278 Tolerated Neutral  neutral  benign

6:149983275..149983275 Damaging Deleterious  medium  probablydamaging

6:149983274..149983274 Damaging Deleterious probablydamaging medium 

6:149983274..149983274 Damaging Deleterious  medium  probablydamaging

6:149983228..149983228 Damaging Deleterious probablydamaginglow

6:149983199..149983199 Damaging Deleterious  medium  probablydamaging

6:149983176..149983176 Damaging Deleterious  medium  probablydamaging

6:149983176..149983176 Damaging Deleterious  high  probablydamaging

6:149983131..149983131 Damaging Deleterious probablydamagingmedium

6:149983088..149983088 Damaging Neutral  neutral  benign

6:149982912..149982912 Damaging Neutral  neutral  benign

6:149982885..149982885 Tolerated Neutral benign neutral R1125C,C>T

- Tolerated Neutral  neutral  benign

- Damaging Deleterious  low  probablydamaging
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