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Table S1 Primers related to Methods 

Gene Name Sequences 5’-3’ 

FXR TCCAGGGTTTCAGACACTGG 
 GCCGAACGAAGAAACATGG 
FGF15 ACGTCCTTGATGGCAATCG 
 GAGGACCAAAACGAACGAAATT 
Shp CGATCCTCTTCAACCCAGATG 
 AGGGCTCCAAGACTTCACACA 
Ibabp CAGGAGACGTGATTGAAAGGG 
 GCCCCCAGAGTAAGACTGGG 
Ostalpha TTGTGATCAACCGCATTTGT 
 CTCCTCAAGCCTCCAGTGTC 
Asbt TTGCACAGCACAAGCAGTGA 
 TGCATTGAAGTTGCTCTCAGGT 
CD36 GCCAAGCTATTGCGACATGA 
 ATCTCAATGTCCGAGACTTTTCAAC 
FABP2 TGCGAACTGGAGACCATGAC 
 TCAGTCACGGACTTTATGCCT 
FATP4 CCAGTAGTGTGGCCAACTTCCT 
 CCACAGACCCACAAACTCATTG 
DGAT1 TTTCAGCAATTATCGTGGTATCC 
 AAAAATAACCTTGCATTACTCAGGA 
DGAT2 GCGCTACTTCCGAGACTACTT 
 GGGCCTTATGCCAGGAAACT 
ACAT2 AGACTTGGTGCAATGGACTCGAC 
 CATAGGGCCCGATCCAACAG 
APOB TGAATGCACGGGCAATGA 
 GGCATTACTTGTTCCATGGTTCT 
APOA4 CACACAGACCCAGGAAATGA 
 CCTTGATCGTGGTCTGCAT 
MTTP ATGATCCTCTTGGCAGTGCTT 
 TGAGAGGCCAGTTGTGTGAC 
Plin2 CACTCCACTGTCCACCTGATT 
 TCCTGAGCACCCTGAATTTT 
Cyp7a1 AGCAACTAAACAACCTGCCAGTACTA 
 GTCCGGATATTCAAGGATGCA 
Cyp8b1 GGCTGGCTTCCTGAGCTTATT 
 ACTTCCTGAACAGCTCATCGG 
Cyp7b1 GAACCGATCGAACCTAAATTCCT 
 TAGCCCTCTTTCCTCCACTCATA 
MafG GACCCCCAATAAAGGAAACAA 
 TCAACTCTCGCACCGACA 
Gapdh AGGTCGGTGTGAACGGATTTG 
 TGTAGACCATGTAGTTGAGGTCA 

 


