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Fig. S1. Cross-model consistency analysis of PlantCaduceus predictions.
(A) Pairwise scatter plots and histograms showing the distribution of zero-shot scores across the four PlantCaduceus models (l20, l24, l28, l32). Pearson correlation coefficients range from 0.82 to 0.92, indicating high consistency among models in evaluating variant deleteriousness potential, supporting the use of averaging for initial filtering.
(B) Pairwise scatter plots and histograms showing the distribution of ΔSplice probability across the four models. Pearson correlation coefficients range from 0.52 to 0.60, indicating moderate agreement and notable variability among models, suggesting that ensemble averaging is a prudent approach to reduce model-specific variability.
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Fig. S2. Distance-grouped comparison of ΔSplice probability for AG and GT gain variants.
(A) Boxplot showing ΔSplice probability of AG gain variants grouped by distance from the canonical AG (≤50 bp and >50 bp). Statistical significance was assessed using Mann-Whitney U test.
(B) Boxplot showing ΔSplice probability of GT gain variants grouped by distance from the canonical GT (<10 bp, 10–1000 bp, and >1000 bp). Statistical significance was assessed using Mann-Whitney U test with Bonferroni correction. 
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