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Dataset #4Dataset #2

Dataset Clone
Sequencing 

vendor

No. of 

genes
Criteria

#1 12 GIS 897

p < 0.05

> 3 sgRNAs with fold enrichment > 2

#2 31 GIS 862

#3 12 Macrogen 912

#4 31 Macrogen 1077

b

d

Dataset p-value
sgRNA 

count

Fold 

change

#2 2.75E-07 7 8.0095

#4 0.0015577 6 6.3368

e
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