4D live tracing reveals distinct movement trajectories of meiotic chromosomes
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Figure S1. Chromosome position distribution and side views of trajectories.
(A) Side-views for chromosome position along the axial direction. The spindle is modeled as an ellipsoid, which is divided into four quarters (Q1–Q4). (B) Chromosome distribution in each spindle quarter. The chromosomes are assigned to each quarter and plotted in the top-view plane. The maximum intensity projection (MIP) of the spindle is shown as dark shade. The bottom panel showing the Tubulin (spindle) channel images with the blue lines of ellipsoid estimation. Samples of four representative time points are selected and shown in each column. (C) Chromosomal trajectories shown as side views. Trajectories are color-coded by the time points between 0 to 500 min after GVBD. Grey dots in the background representing locations of all chromosomes during the same time period.
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Figure S2. Classification of chromosomal trajectories in wild-type oocytes.
For each oocyte, trajectories are classified into three groups and shown in three subplots. Colored curves representing single chromosomes. 
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Figure S3. Examples of chromosomal trajectories of the severely affected KIF-KD oocytes.
[bookmark: _GoBack]Additional examples of Fig. 5C are shown. Y-axis shows the distance to the equator plane. Each colored curve matches one chromosome.
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