[bookmark: OLE_LINK23]Table S1 Summary of hepatocellular carcinoma (HCC) datasets utilized in this study
	Database / dataset
	Data type
	Cancer type
	Sample size (normal: tumor)
	Key characteristics

	UALCAN - TCGA (LIHC)
	Transcriptome data
	Hepatocellular Carcinoma (HCC)
	50: 371
	Authoritative source providing comprehensive multi-omics data for LIHC

	UALCAN - CPTAC (LIHC)
	Proteomics data
	Hepatocellular Carcinoma (HCC)
	165: 165
	Provides protein expression profiles and post-translational modification data, serving as a vital complement to TCGA

	GEO - GSE54236
	Gene expression microarray
	Hepatocellular Carcinoma (HCC)
	80: 81
	Platform: GPL6480. Comprises HCC and paired adjacent non-tumor liver tissues

	GEO - GSE84402
	Gene expression microarray
	Hepatocellular Carcinoma (HCC)
	14:14
	Platform: GPL570. Includes paired HCC and adjacent non-tumor liver tissues

	GEO - GSE45436
	Gene expression microarray
	Hepatocellular Carcinoma (HCC)
	39: 95
	Platform: GPL570. Consists of HCC tumors and non-tumor liver tissues


CPTAC, clinical proteomic tumor analysis consortium; GEO, gene expression omnibus; TCGA, the cancer genome atlas.
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[bookmark: OLE_LINK8]Fig. S1 Correlation between PDRG1 expression and clinicopathological parameters in TCGA and clinical cohorts. 
(A) Association of PDRG1 expression with specific etiological factors (alcohol consumption, NAFLD, hepatitis B, and hepatitis C) in the TCGA dataset. (B) Relationship between PDRG1 expression and clinicopathological parameters in the clinical cohort.
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Fig. S2 Correlation analysis of PFDN6, URI1 and UXT with PDRG1 expression in the TCGA-LIHC cohort using GEPIA2. (A-C) Scatter plots showing the mRNA expression correlation between PDRG1 and PFDN6 (A), URI1 (B), and UXT (C), respectively.
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