sh-NC

= c

g . s sh-GTF2I-1
8 1.5 GTF2I I112 kDa @ 1.5 s sh-GTF2l-2
Q. - Q. ok

3 ke 5 "'ﬁ‘ x

L GAPDH 36kDa o T

S104 ™= ) g 104 @ pe

e ¢ MSC-EVs S ”

E s —
[ = +

) A5a r N [0) aa B
g 36 kDa q>)

% 0.0 T T = 0.0 T T

g MSCs MSC-EVs o MSCs MSC-EVs

Fig. S1 GTF2l mRNA expression in MSCs and MSC-EVs detected by RT-gPCR (left panel)
and GTF2l protein expression in MSCs and MSC-EVs upon transduction of sh-GTF2I
detected by Western blot analysis (right panel). **p < 0.01, ***p < 0.001, and ****p <

0.0001. The cell experiment was conducted three times independently.
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Fig. S2 Western blot analysis of GTF2l protein in MSCs and the MSC-EVs upon
transduction of oe-GTF2l. ***p < 0.001. The cell experiment was conducted three times

independently.



