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Supplementary Table 1 Annotation of ESRD associated loci identified with respect to expression quantitative trait loci (¢QTL) based on GTEx/v8 databases

Association with ESRD Association with gene expression °
SNP Position (hg38)! Gene? MAF?  Al1* A2
B se P value  Sex_specific B’ se®  P_threshold® P _value Tissue

Esophagus

1s5967176 100715506 TSPANG6 0.38 A G -0.212  0.052 4.28E-05 male -0.20  0.03 1.26E-04 6.10E-10  Gastroesophageal
Junction
Esophagus

1s5967176 100715506 TSPANG6 0.38 A G -0.212  0.052 4.28E-05 male -0.17  0.03 2.22E-04 1.72E-10
Muscularis

15967176 100715506 TSPANG 0.38 A G -0.212  0.052 4.28E-05 male -0.10  0.03 1.93E-04 4.53E-05 Lung
Esophagus

rs2858172 100719748 TSPAN6 0.36 T C -0.220  0.052 2.47E-05 male -0.20  0.03 1.26E-04 2.24E-09  Gastroesophageal
Junction
Esophagus

rs2858172 100719748 TSPAN6 0.36 T C -0.220  0.052 2.47E-05 male -0.17  0.03 2.22E-04 2.50E-10 )
Muscularis

rs2858172 100719748 TSPAN6 0.36 T C -0.220  0.052 2.47E-05 male -0.11  0.03 1.93E-04 2.42E-05 Lung
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1. Position: Genomic position of the variant (hg38).

2. Gene: Gene symbol associated with the eQTL signal.

3. MAF: Minor allele frequency.
4. Al: Effect allele (A1).

5. A2: Non-effect allele (A2).

6. Association with gene expression: eQTL effect estimates obtained from the GTEx v8 database, reflecting the impact of genetic variants on gene expression levels.

7. B: Estimated effect size (regression coefficient) of the minor allele on gene expression levels.

8. se: Standard error of the estimated effect size.

9. P_threshold: Gene- and tissue-specific significance threshold based on permutation-derived empirical p-values and transcriptome-wide false discovery rate (FDR)

control.
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Supplementary Fig 1. Principal component analysis (PCA) based on X chromosome genotype data
for a) the male cohort (n = 1,623) and b) the female cohort (n = 1,127). No clear population
stratification was observed between ESRD cases and healthy controls in either sex.



0.050

Ancestries
ASA

AMR

EUR
TSI

CEU

AFR
® ASW

LWK
® MKK
® YRI
EAS

0.025

PC2

0.000 CHB
® CHD
® GDPH

e JPT

-0.025

-0.04 -0.02 0.00
PC1

Supplementary Fig 2. Principal component analysis (PCA) comparing the GDPH cohort (N =
2,750) to reference populations from the HapMap 3 Project (N = 1,301).

PCA Results confirm that the GDPH are consistent with the expected population ancestries. ASW
(African Ancestry in Southwest US), CEU (Utah residents with Northern and Western European
ancestry), CHB (Han Chinese in Beijing, China), CHD (Chinese in Metropolitan Denver, Colorado),
GDPH (Guangdong People's Hospital, China), GIH (Gujarati Indians in Houston, Texas), JPT
(Japanese in Tokyo, Japan), LWK (Luhya in Webuye, Kenya), MEX (Mexican Ancestry in Los
Angeles, California), MKK (Maasai in Kinyawa, Kenya), TSI (Toscani in Italy), and YRI (Yoruba
in Ibadan, Nigeria). These populations are categorized based on the following ancestries: AFR
(African), EUR (European), EAS (East Asian), SAS (South Asian), and AMR (Admixed American)
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Supplementary Fig 3. Principal component analysis (PCA) of X chromosome genotype data in the
GDPH cohort (N = 2,750). The analysis shows clear stratification between male and female
individuals.



