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Figure S-1 The genomic location, conversion, and sequence of lncRNA Gm20257. 

LncRNA Gm20257 locates on chromosome 1: 158652641-58655831, the genome’s full 

length is 3193 bp in which the exon that could transcribe to Gm20257 is 936 bp. Both 

exons and introns contain sequences similar to human genes.  
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Figure S-2 The protein level of mitochondrial ETC complexes. 

A. The Graphic Summary of the sequence of Gm20257 with human genome by using 

Blast (https://blast.ncbi.nlm.nih.gov/Blast.cgi). B. The Alignment analysis of Gm20257 

with human genome. C. The conservative sequence of Gm20257 with human.  
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Figure S-3 The protein level of mitochondrial ETC complexes. 

The protein level of the mitochondrial ETC after TAC surgery. *P <0.05, n=4. 
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Figure S-4 The predicted interaction of PGC-1α and Gm20257 and the mRNA 



level of Gm20257 and PGC-1α. 

A. The prediction for interaction between PGC-1α and lncRNA Gm20257. Interaction 

probabilities generated by RPISeq range from 0 to 1. Predictions with probabilities > 

0.5 were considered “positive”. B, C. Cardiomyocytes were transfected with Gm20257 

overexpression plasmid or transfected with Gm20257 overexpression plasmid 

simultaneous with small interfering RNA of PGC-1α or NC, Ang II + vector group was 

used as the control. The mRNA expression of lncRNA Gm20257 and PGC-1α (**P 

<0.01, n=4 - 6 in A; n=5 - 6 in B). 

 


