FMD-24045-FWW(FMD-2024-0240) Supplement Tables
Table S1 The primers and siRNA sequences
	Type
	Name
	Forward primer
	Reverse primer

	Genes primer
	CDKN2C isoform1
	CTTTCCTGAGCGGCATTAGC
	GCCATTCTTTAGGGTCCCTTGT

	
	CDKN2C isoform2
	AGCCTGGTTAGGAGCAAAGG
	GGATTTCCAAGTTTCATAACCTGC

	
	hnRNPDL
	TCCGCTCCCGCTACTTTAG
	CCTGCGCCCTCCCTTTATAG

	
	TRIM4
	TGAGAATCAGCACGGAGTTTTC
	CCTGGTCAACACTTCTTTTGGA

	
	GAPDH
	GGGAAGGTGAAGGTCGGAGT
	GGGGTCATTGATGGCAACA

	siRNA sequence
	TRIM4
	5’-GCTGAATGAGAACACGTTAAATT-3’

	
	HnRNPDL
	5’-5CCCAAACTGTCTCTCAGCGAACCAA-3’




Table S2 Baseline characteristics of ovarian cancer patients
	Characteristicsa
	High TRIM4 (n=59)
	Low TRIM4 (n=12)
	Pb

	Age (years)
	60.06±9.60
	60.67±9.63
	0.843

	Preoperative CA125 (U/ml)
	2461±3217
	3695±5306
	0.289

	Preoperative HE4 (pmol/L)
	642.4±711.1
	457.5±370.3
	0.386

	FIGO stage
	
	
	0.196

	I+II
	3 (5.1%)
	2 (16.7%)
	

	III+IV
	56 (94.9%)
	10 (83.3%)
	

	Postoperative residual disease
	
	
	0.491

	R0
	42 (71.2%)
	10 (83.3%)
	

	R1
	17 (28.8%)
	2 (16.7%)
	

	Lymph node metastasis
	
	
	0.676

	Yes
	48 (81.4%)
	11 (91.7%)
	

	No
	11 (18.6%)
	1 (8.3%)
	

	Ascites
	
	
	0.718

	<100ml
	12 (25.4%)
	2 (16.7%)
	

	≥100ml
	44 (74.6%)
	10 (83.3%)
	

	3-year PFS rate
	42.11%
	80.21%
	0.026


aContinuous data are presented as mean ± standard deviation, and categorical data are presented as quantity and proportion. PFS, progression free survival.
bA P-value < 0.05 was considered to indicate statistical significance.
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Supplementary Figure 1 TRIM4 is inversely correlated with CDK4/6 expression
A-B. The correlation between respective TRIM4 expression and expression levels of CDK4 (A) in ICGC database or CDK6 (B) in TCGA database in ovarian cancer. C. IHC analysis of TRIM4 in OC tissue microarray, scale bar: 10 μm. D. Percentage of patients with high expression and low expression level of TRIM4 in tumour group and normal group. E. H-score of TRIM4 in tumour group and normal group. F-G. The correlation between the H-score of TRIM4 and CDK4 (F), CDK6 (G) in tumor samples. *P<0.05.
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Supplementary Figure 2 CDK4 and CDK6 expression in ovarian cell lines and growth rates after silencing TRIM4 in SKOV-3
A- B. Expression of CDK6 (A) and CDK4 (B) in ovarian cell lines in CCLE database. The cell line mRNA expression matrix of tumors was obtained from the CCLE dataset     (https://portals.broadinstitute.org/ccle). C. The growth rate of SKOV-3 following siRNA targeting TRIM4. ns, not significant.
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Supplementary Figure 3 TRIM4, CDK4 and CDK6 expression in nude mice
A. Relative TRIM4 expression of tumor in nude mice. After subcutaneous tumor formation within one week, various modified siTRIM4 (2OD) formulations, namely ESC, DV18, and DV22, were intratumorally injected. After four administrations, the nude mice were euthanized. B. Expression of CDK4 and CDK8 in nude mice underwent DV22-midified siTRIM4 and TQB3616 administration, scale bar: 10 μm. ESC, enhanced stabilization chemistry.
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