Supplemental Materials

Fig. S1 The map for sampling site in this study.
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Fig. S2 The dominant phyla of airborne bacteria in composting and packaging areas (representing 50 phyla).
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Fig. S3 Constrained principal-coordinate analysis (CPCoA) of human pathogenic bacteria (HPB) from eight-stage
size particles in both composting and packaging areas.
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Fig. S4 The particle size distribution of cells or particles in composting and packaging areas.
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