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Table S1 Operational strategies of PD-SBR in different phases.

Phase Time (day) Carbon source COD/NOs™-N HRT (h)
I 1-35 Acetate 3.2 (day 1-32), 3.0 (day 33-35) 2.5

II 36-65 Propionate 2.8 2.5

I 66-96 Acetate+Propionate+Butyrate 3.2 1.67




Table S2 Performance of PD-SBR in different operational phases.

Influent concentration (mg/L) Effluent concentration (mg/L) Removal efficiency (%) Nitrate-to-nitrite
Phase Time (day)
NOs;™-N NO>™-N COD NO3™-N NO>™-N COD NOs™-N COD transformation ratio (%)
I 1-35 30.8+43 20.6*t51 100.5+7.7 7.1£29 37.2+4.1 493%x11.5 77.0+8.2 51.0+104 69.5+4.7
I 36-65 33.1+2.7 12.1%£3.1 86.0+8.1 162+3.0 23.7+42 429+8.7 50.9+8.0 50.2+8.5 69.4+12.9
I 66-96 27.0+14 10.7%+23 859+103 8.6+20 253+1.5 492+11.1 68.3%+6.5 42.6+t12.5 79.1%8.1




Table S3 Changes of Alpha diversity indicators.

Samples Ace Chao Shannon Simpson
Phase I 16071 16071 4.13 0.06519
Phase 11 15942 15942 4.34 0.05836
Phase III 15254 15254 4.45 0.04666
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Fig. S1 Relative abundance of key enzymes in each carbon metabolic pathway.
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