Supplementary Information

Table S1 The detailed sequences of primers used in this study.

Gene ID Primer (5'-3")

BnaA07g24880D F: GCCTGTCCTCAAAACACAA
R: TCTTCCTCTGTCGGTTCTTC
BnaCnng21050D F: CACAAGAACCAAAACCGAA
R: TTGCCACTACCTGATGGAC
BnaAd01g02130D F: CAAATCCACTTCCAAATCCT
R: TTCCAGCCGTAGTTGTCTG
BnaAd05g06450D F: TACTTCCTGTCCCAAACACC
R: GCATCGTCTCCAATACCAA
BnaAd01g21750D F: GGGAGTATCAACCACCACTT

R: AAACCCAAAATCTGTGAGGA

F: Forward Primer; R: Reverse Primer



Table S2 Statistical table of sequencing outputs.

Sample Raw reads Clean Error Q20 (%) Q30(%) Average GC
reads rate (%) content (%)

TO-1 46277396 45574506  0.02 96.28 90.80 47.80

T0-2 44989720 43101698  0.02 96.59 91.25 47.10

T0-3 50406729 49722482  0.02 96.27 90.85 47.72

T1-1 52566515 51264512 0.02 96.88 91.04 47.69

T1-2 50712979 49233385  0.02 97.18 93.01 47.24

T1-3 46274202 44254372 0.02 96.71 92.85 47.87

T2-1 50212538 49375432 0.02 96.65 92.68 46.52

T2-2 53615178 52052164  0.02 97.12 93.41 46.78

T2-3 49516078 48705239  0.03 97.06 93.18 47.70

T3-1 56402262 55103725  0.02 97.62 93.92 47.08

T3-2 54892090 53083882  0.02 96.87 93.16 47.53

T3-3 54558237 53297651  0.03 97.09 92.99 47.59




Table S3  Statistical table of sequencing data alignment.

Sample Total Reads mapped Unique mapped Multi mapped
reads (%) (%) (%)
TO-1 45574506 83.83 78.59 15.48
T0-2 43101698 82.23 78.26 14.86
T0-3 49722482 87.96 80.19 16.52
T1-1 51264512 84.63 81.52 16.75
T1-2 49233385 88.35 81.88 16.22
T1-3 44254372 83.48 79.68 14.76
T2-1 49375432 86.24 80.24 16.93
T2-2 52052164 86.22 79.28 15.87
T2-3 48705239 84.51 77.59 15.92
T3-1 55103725 85.29 77.84 16.28
T3-2 53083882 86.97 79.56 16.49
T3-3 53297651 86.28 80.27 16.77




Table S4 SaMR12 inoculation affcted gene regulation under Cd stress.

ID S4 readcount(S4vsS3) S3 readcount(S4vsS3) log:FoldChange(S4vsS3) pval(S4vsS3) padj(S4vsS3) regulation
BnaA02g21020D 36.33797 702.702 -4.2734 7.49E-05 0.01118 DOWN
BnaA02g26460D 124.5907 1560.106 -3.6464 4.98E-06 0.001257 DOWN
BnaA03g25580D 232.5617 1627.287 -2.8068 0.000267 0.030288 DOWN
BnaA03g51170D 13.37299 261.784 -4.291 3.25E-06 0.000904 DOWN
BnaA05g22510D 17.59475 288.131 -4.0335 6.73E-06 0.001597 DOWN
BnaA06g03330D 23.64908 1369.397 -5.8556 7.14E-11 1.12E-07 DOWN
BnaA06g35830D 222.4354 2182.172 -3.2943 2.52E-05 0.004613 DOWN
BnaA07g29310D 1.368628 85.8388 -5.9708 2.36E-05 0.004355 DOWN
BnaA08gl16140D 11.00697 136.0483 -3.6276 0.000177 0.02162 DOWN
BnaA08g18480D 12.85112 148.9415 -3.5348 0.000259 0.029529 DOWN
BnaA09g02440D 12.39877 298.2105 -4.5881 7.17E-07 0.000258 DOWN
BnaA09g42290D 171.9815 1357.346 -2.9805 0.000124 0.016339 DOWN
BnaA10g30150D 28.31202 810.0585 -4.8385 2.87E-08 1.82E-05 DOWN
BnaC01g08890D 2.77202 110.2172 -5.3133 3.73E-06 0.001007 DOWN
BnaC01g35500D 5.555628 153.0191 -4.7836 3.11E-06 0.000879 DOWN
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