[bookmark: _GoBack]Supplementary Table 1. List of germplasms used for salinity tolerance screening at the germination stage
	Code
	Genotype names
	Code
	Genotype names

	G1
	ADT 3
	G41
	TU 19

	G2
	ADT 5
	G42
	TU 3

	G3
	ADT 6
	G4
	TUS 19

	G4
	ADT 7
	G44
	U 17

	G5
	APK 1
	G45
	UH 8229

	G6
	CO 4
	G46
	UH 8617

	G7
	CO 5
	G47
	UTTRA

	G8
	CO 6
	G48
	VBG 05005

	G9
	CO BG 647
	G49
	VBG 05007

	G10
	GG 9120
	G50
	VBG 05011

	G11
	IPU 0703
	G51
	VBG 06017

	G12
	IPU 552
	G52
	VBG 103

	G13
	IPU 9616
	G53
	VBG 13003

	G14
	IPU 99112
	G54
	VBG 17007

	G15
	IPU 991238
	G55
	VBG 19005

	G16
	IPU 99152
	G56
	VBG 19010

	G17
	IPU 99204
	G57
	VBG20040

	G18
	IPU 99237
	G58
	VBG20041

	G19
	L 1862
	G59
	VBG20042

	G20
	LBG 17
	G60
	VBG20044

	G21
	LBG 653
	G61
	VBG20045

	G22
	LBG 752
	G62
	VBG20046

	G23
	LBG 787
	G63
	VBG20047

	G24
	MASH 64
	G64
	VBG20048

	G25
	MDU 1
	G65
	VBG20050

	G26
	N 3026
	G66
	VBG20051

	G27
	PDU 2
	G67
	VBG20052

	G28
	PLU 243
	G68
	VBG20053

	G29
	PLU 294
	G69
	VBG20054

	G30
	PLU 570
	G70
	VBG20055

	G31
	PLU 625
	G71
	VBG20056

	G32
	PLU 826
	G72
	VBG20057

	G33
	PLU 9952
	G73
	VBN 4

	G34
	RUG 182
	G74
	VBN 5

	G35
	RUG 183
	G75
	VBN 6

	G36
	SPS 35
	G76
	VBN 7

	G37
	SPS 38
	G77
	VBN 8

	G38
	SU 509
	G78
	VBN 9

	G39
	SU 515
	G79
	VBN 10

	G40
	TMV 1
	G80
	VBN 11



Supplementary Table 2. Analysis of variance for germination related traits of experiment 1a
	Characters
	Salinity levels
	Genotypes
	Salinity level x Genotypes
	Residuals

	Degrees of freedom
	2
	3
	6
	24

	Germination (%)
	19469.40***
	69.40ns
	36.10ns
	27.80

	Root Length (cm)
	20.40***
	1.48*
	0.47ns
	0.33

	Shoot Length (cm)
	49.32***
	1.31*
	1.18*
	0.41

	Fresh Weight (g)
	0.01***
	0.00***
	0.00***
	0.00


* - significance at 0.05 probability, ** - significance at 0.01 probability, *** - significance at 0.001 probability,
ns – non significant

Supplementary Table 3. Analysis of variance for germination related traits of experiment 1b
	Characters
	Salinity levels
	Genotypes
	Salinity level x Genotypes
	Residuals

	Degrees of freedom
	4
	3
	12
	40

	Germination (%)
	10282.60***
	52.20ns
	32.60ns
	80.60

	Root Length (cm)
	14.79***
	0.42ns
	0.08ns
	019

	Shoot Length (cm)
	26.48***
	1.50***
	0.05ns
	0.15

	Fresh Weight (g)
	0.01***
	0.00***
	0.00ns
	0.00


* - significance at 0.05 probability, ** - significance at 0.01 probability, *** - significance at 0.001 probability,
ns – non significant

Supplementary Table 4. Overall mean performance of genotypes under different levels of salinity stress in experiment 1
	Salinity level
	Germination (%)
	Root Length (cm)
	Shoot Length (cm)
	Fresh Weight (g)

	0 dSm-1 
	97.50a
	3.35a
	5.40a
	0.09a

	10 dSm-1
	91.67b
	2.74b
	4.73b
	0.07b

	20 dSm-1
	25.00c
	0.85c
	1.60c
	0.04c

	30 dSm-1 
	0.00d
	0.00d
	0.00d
	0.00d

	40 dSm-1 
	0.00d
	0.00d
	0.00d
	0.00d


[bookmark: _Hlk193745762]Means with the same letter are on par at the 0.05 probability

Supplementary Table 5. Overall mean performance of genotypes under different levels of salinity stress in experiment 2
	Salinity level
	Germination 
(%)
	Root Length (cm)
	Shoot Length (cm)
	Fresh Weight (g)

	0 dSm-1 
	95.83a
	3.45a
	5.35a
	0.09a

	16 dSm-1
	61.25b
	2.02b
	3.02b
	0.06b

	17 dSm-1
	36.75c
	1.14c
	2.22c
	0.03c

	18 dSm-1
	30.00cd
	0.93c
	2.00c
	0.33c

	19 dSm-1
	25.00d
	0.78c
	1.68d
	0.03c


Means with the same letter are on par at the 0.05 probability


Supplementary Table 6a. The mean performance of four blackgram genotypes under different levels of salinity conditions for the germination stage (mean of 3 replications)
	Traits
	Salinity level
	ADT 3
	ADT 6
	CO 6
	VBG 19010
	Salinity level Mean
	CD (P=0.05)

	Germination
(%)
	0 dSm-1
	93.33
	96.67
	100
	100
	97.50
	G = 7.91

	
	10 dSm-1
	86.67
	90
	93.33
	96.67
	91.67
	S = 6.85

	
	20 dSm-1
	23.33
	26.67
	30
	20
	25
	G X S = 13.70

	
	30 dSm-1
	0
	0
	0
	0
	0
	

	
	40 dSm-1
	0
	0
	0
	0
	0
	

	
	Genotype mean
	67.78
	71.11
	74.44
	72.22
	
	

	Root Length (cm)
	0 dSm-1
	3.6
	2.87
	3.53
	3.4
	3.35
	G = 0.54

	
	10 dSm-1
	3.2
	1.57
	3.17
	3.03
	2.74
	S = 0.47

	
	20 dSm-1
	0.57
	0.73
	1.23
	0.87
	0.85
	G X S = - 

	
	30 dSm-1
	0
	0
	0
	0
	0
	

	
	40 dSm-1
	0
	0
	0
	0
	0
	

	
	Genotype mean
	2.46
	1.72
	2.64
	2.43
	
	

	Shoot Length (cm)
	0 dSm-1
	5.13
	5.23
	5.57
	5.67
	5.4
	G = 0.64

	
	10 dSm-1
	5.47
	4
	3.67
	5.77
	4.73
	S = 0.55

	
	20 dSm-1
	1.3
	1.5
	1.77
	1.83
	1.6
	G X S = 1.10

	
	30 dSm-1
	0
	0
	0
	0
	0
	

	
	40 dSm-1
	0
	0
	0
	0
	0
	

	
	Genotype mean
	3.97
	3.58
	3.67
	4.42
	
	

	Fresh Weight (g)
	0 dSm-1
	0.08
	0.11
	0.08
	0.07
	0.09
	G = 0.04

	
	10 dSm-1
	0.07
	0.1
	0.06
	0.07
	0.08
	S = 0.03

	
	20 dSm-1
	0.03
	0.04
	0.03
	0.03
	0.03
	G X S = 0.07

	
	30 dSm-1
	0
	0
	0
	0
	0
	

	
	40 dSm-1
	0
	0
	0
	0
	0
	

	
	Genotype mean
	0.06
	0.08
	0.06
	0.06
	
	



Supplementary Table 6b. The mean performance of four blackgram genotypes under different levels of salinity conditions for the germination stage (mean of 3 replications)
	Traits
	Salinity level
	ADT 3
	ADT 6
	CO 6
	VBG 19010
	Salinity level Mean
	CD (P=0.05)

	Germination
(%)
	0 dSm-1
	100. 00
	100. 00
	100. 00
	100
	100
	G = -

	
	16 dSm-1
	68.33
	60.72
	67.86
	58.62
	63.88
	S = 11.68

	
	17 dSm-1
	37
	39.29
	35.71
	37.93
	37.48
	G X S = -

	
	18 dSm-1
	30
	28.58
	32.14
	34.48
	31.30
	

	
	19 dSm-1
	26.67
	25
	28.58
	24.13
	26.10
	

	
	Genotype mean
	40.5
	38.40
	41.07
	51.03
	
	

	Root Length (cm)
	0 dSm-1
	3.6
	3.27
	3.53
	3.4
	3.45
	G =  -

	
	16 dSm-1
	2.47
	1.47
	2.23
	1.93
	2.03
	S = 0.57

	
	17 dSm-1
	1.27
	0.94
	1.19
	1.17
	1.14
	G X S = -

	
	18 dSm-1
	0.95
	0.81
	0.98
	0.97
	0.93
	

	
	19 dSm-1
	0.83
	0.66
	0.68
	0.93
	0.78
	

	
	Genotype mean
	1.824
	1.43
	1.722
	1.68
	
	

	Shoot Length (cm)
	0 dSm-1
	5.23
	4.9
	5.57
	5.73
	5.36
	G = 0.45

	
	16 dSm-1
	2.7
	2.9
	2.9
	3.6
	3.03
	S = 0.51

	
	17 dSm-1
	2.03
	1.97
	2.27
	2.6
	2.22
	G X S = -

	
	18 dSm-1
	1.87
	1.7
	2.1
	2.33
	2.00
	

	
	19 dSm-1
	1.57
	1.27
	1.8
	2.07
	1.68
	

	
	Genotype mean
	2.68
	2.55
	2.93
	3.27
	
	

	Fresh Weight (g)
	0 dSm-1
	0.08
	0.1
	0.09
	0.08
	0.09
	G = 0.006

	
	16 dSm-1
	0.06
	0.06
	0.05
	0.06
	0.06
	S = 0.006

	
	17 dSm-1
	0.03
	0.04
	0.04
	0.03
	0.04
	G X S = -

	
	18 dSm-1
	0.03
	0.04
	0.03
	0.03
	0.03
	

	
	19 dSm-1
	0.03
	0.04
	0.03
	0.03
	0.03
	

	
	Genotype mean
	0.05
	0.06
	0.05
	0.05
	
	



