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Problems & Ideas

* Problems with existing related databases:
— There is no specialized database for storing MetS-associated ncRNAs.
— The existing data resources lack the latest data.

* Ideas: We built the ncRNA2MetS v2.0 database by collecting
the most comprehensive collection of MetS-associated ncRNAs
data to date.

Publffed El Q €D

Database Development  Screen Literature  Obtain Literature

ssociation
ﬁl | \) m Visualization
l Individual 5uhmissinn> Interaction Neiwnrk)
Download
Multiple suhmissions)
Statistics

We searched PubMed database by keyword using title/abstract search strategy, obtained articles after manual screening,
detailed reading extracted MetS-associated ncRNA information, and built a user-friendly website.

ncRNAZMetS v2.0




Main Contributions

e Contributions:

— Information on ncRNAs associated with MetS was extracted from all
literature up to August 2024.

— We built a dedicated website that provides users with a simple and
friendly interface.
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This website consists of eight parts, including the HOME, BROWSE, SEARCH, SUBMIT, STATISTICS, INTERACTION
NETWORK, DOWNLOAD, and HELP page. 1505 associations between metabolic syndrome and its five characteristic
diseases and three types of ncRNAs were included in the ncRNA2MetS v2.0 database, involving six species.



