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Problems & Ideas

Problems of IncRNA subcellular localization prediction

— Computational methods suffer from the low discriminative power of
redundant features or overfitting of oversampling

— Subcellular localization signals analysis

Ideas: Mutual-information-based feature selection

— Combined the minimal-redundancy-maximal-relevance criterion (mMRMR)
with incremental feature selection strategy

— Motif discovery based on model features and distribution pattern analysis
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Main Contributions

* Theimproved IncRNA subcellular « Feature analysis was performed to
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