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Problems Formulation & Proposed Model

Problem statement

Enhancers are short DNA cis-elements that can be bound by proteins (activators) 
to increase the possibility that transcription of a particular gene will occur. 

The Enhancers perform a significant role in the 

•Formation of proteins

•Regulating the gene transcription process. 

•Human diseases such as cancer, inflammatory bowel disease, Parkinson’s, 
addiction, and schizophrenia are due to genetic variation in enhancers

Proposed Model

•A novel computational a bi-layered model is developed for the prediction of 
Enhancers and their subtypes. The feature vector was constructed over a linear 
combination of six features. The optimum Hybrid feature vector was obtained via 
the Novel Cascade Multi-Level Subset Feature selection (CM-SFS) algorithm



Main Contributions

• Proposed Model framework

• Algorithm Pseudo code

• piEnPred improvements over 1st

& 2nd Layers

• Model Comparison


