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2020/11 Homo '‘Batch', 3; sci-ATAC-s /file/d/1ni0OWUg3PmAfb
fetal chromatin Science hgl9 21,499 15,310 4 Thymus No fragments.tsv.gz nt/;
/13 sapiens 'donor id', 4 eq3 4XcdtcuLEO8BrzPdZs9
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https://drive.google.com

Mus
Identified by Shared 2020/11 SHARE-se https://www.ncbi.nlm.nih.gov/geo/qu | /file/d/170R8do0mIBM
Cell musculu mml0 3,293 593 19 Brain NaN Yes fragments.tsv.gz
Single-Cell Profiling of /12 q ery/acc.cgi?acc=GSE 140203 VPs_tBx0cG6onIXPdfTI
s
RNA and Chromatin Ugq/view?usp=sharing
Chromatin Potential https://drive.google.com
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Identified by Shared 2020/11 SHARE-se https://www.ncbi.nlm.nih.gov/geo/qu | /file/d/191SqUw51Gntp
Cell musculu mml0 3,293 6,894 19 Brain NaN Yes NaN
Single-Cell Profiling of /12 q ery/acc.cgi?acc=GSE140203 qOi0FbghX3yWbKySyt
s
RNA and Chromatin Fi/view?usp=drive_link
https://drive.google.com
Chromatin Potential
Mus /file/d/1n-1BPiSWEFOM
Identified by Shared 2020/11 SHARE-se https://www.ncbi.nlm.nih.gov/geo/qu
Cell musculu mm10 34,774 15,984 23 Skin NaN Yes fragments.bed.gz ApdMCEeuFBKIJtZvUs
Single-Cell Profiling of /12 q ery/acc.cgi?acc=GSE 140203
S dt6/view?usp=drive lin
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Identified by Shared 2020/11 SHARE-se https://www.ncbi.nlm.nih.gov/geo/qu | /file/d/1n-1BPiSWEFOM
Cell musculu mml0 34,774 3,576 23 Skin NaN Yes NaN
Single-Cell Profiling of /12 q ery/acc.cgi?acc=GSE 140203 ApdMCEeuFBKItZvUs
s
RNA and Chromatin dt6/view?usp=sharing
Deconvolution of Nature https://drive.google.com
single-cell multi-omics Commu | 2019/1/ Homo https://www.nature.com/articles/s414 | /file/d/1H_j6l-saNbkq7
hgl9 549 154,447 5 NaN '‘Batch', 4 scCAT-seq Yes NaN
layers reveals regulatory | nication 28 sapiens 67-018-08205-7 9bNRj2Rskmwh16Ux6
heterogeneity s Oq/view?usp=sharing
Deconvolution of Nature https://drive.google.com
single-cell multi-omics Commu | 2019/1/ Homo https://www.nature.com/articles/s414 | /file/d/ITHwtHHS3JpyG
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https://drive.google.com
Joint profiling of
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s XsOVY/view?usp=shar
thousands of single cells
ing
High-throughput https://drive.google.com
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Single cell transcriptional
and chromatin Nature https://drive.google.com
accessibility profiling Commu | 2021/4/ Homo snATAC-se https://www.ncbi.nlm.nih.gov/geo/qu | /file/d/1kUFSFk66qghr]
hg38 24,205 31,225 13 Kidney '‘Batch', 5 Yes fragments.tsv.gz
redefine cellular nication 13 sapiens q ery/acc.cgi?acc=GSE 151302 LbXugtSnVthP8TP7Cr
heterogeneity in the adult s nM/view?usp=sharing
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Single cell transcriptional
and chromatin Nature https://drive.google.com
accessibility profiling Commu | 2021/4/ Homo https://www.ncbi.nlm.nih.gov/geo/qu | /file/d/11VvR6f0c9GC4
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https://drive.google.com
A transcriptomic and Primary
Mus /file/d/1Y TWO06ii2k0A
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combinatorial indexing Nature
2019/6/ Homo Bone dscATAC-s https://www.ncbi.nlm.nih.gov/geo/qu | /file/d/15xI12iF7UtICOW
for massive-scale Biotech hgl9 136,463 4,191 15 'Batch’, 2 No fragments.tsv.gz
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single-cell chromatin nology
w/view?usp=sharing
accessibility
Droplet-based
https://drive.google.com
combinatorial indexing Nature
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accessibility _link
A comprehensive Nature https://drive.google.com
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