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Problems & Ideas

• With the growing availability of pangenome graphs across, 
statistical analyses of these large graphs become challenging. 
Unlike simple script-based tasks on linear genomes, these 
analyses require efficient algorithms to compute graph 
metrics within a limited time and computing resources.

• Ideas: Develop a tool that integrates the computation of key 
graph-based statistics on a web server, offering pangenome 
graph analysis in a timely manner.



Main Contributions
• Contributions:

– Computing comprehensive statistics in three pangenome graph models ;

– Supporting the integration and comparison of multiple GFA files, which 
is necessary for evaluating graph-building algorithms;

– Providing Online Interaction;

– Enabling Offline Deployment.


