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Appendix A 

Table S1  List of plant material analyzed 
No. Species name Scientific name Collected region 

1  Cara cara C. sinensis HZAU 

2  Newhall C. sinensis HZAU 

3  Tempo C. sinensis HZAU 

4  Jincheng C. sinensis HZAU 

5  Xin-hui C. sinensis HZAU 

6  Mashuiju C. reticulata HZAU 

7  Hongju C. reticulata HZAU 

8  Xinshengxi C. reticulata HZAU 

9  Kukhan mandarin C. reticulata HZAU 

10  Nafeng C. reticulata HZAU 

11  Qingpi C. reticulata HZAU 

12  Shatangiu C. reticulata HZAU 

13  Zhushaju C. reticulata HZAU. 

14  Eureka Lemon C. limon HZAU 

15  Wild Lemon C. limon HZAU 

16  Chinese lime C. limonia HZAU 

17  Rough Lemon C. jambhiri HZAU 

18  Mexican Lime C. aurantiifolia HZAU 

19  HB pummelo C. grandis HZAU 

20  Jinshi pummelo C. grandis HZAU 

21  Fenghuang pummelo C. grandis HZAU 

22  Wendan pummelo C. grandis Citrus institution of Guangxi Zhuang 

23  Hongxin pummelo C. grandis Citrus institution of Guangxi Zhuang 

24  Guanxi pummelo C. grandis Citrus institution of Guangxi Zhuang 

25  Wanbai pummelo C. grandis Yichang city of Hubei province 

26  Huoyansh pummelo C. grandis Yichang city of Hubei province. 

27  Wild Kumquat (XHS01) Fortunella sp Longyan in Fujian province 

28  Wild Kumquat (XHS03) Fortunella sp Longyan in Fujian province 

29  Wild Kumquat (GZ01) Fortunella sp Longyan in Fujian province 

30  Wild Kumquat (ZL01) Fortunella sp Longyan in Fujian province 

31  Wild Kumquat (RYS01) Fortunella sp Sanming in Fujian province 

32  Wild Kumquat (MP04) Fortunella sp Sanming in Fujian province 

33  Wild Kumquat (MP10) Fortunella sp Sanming in Fujian province 

34  Wild Kumquat (BZ10) Fortunella sp Nanping in Fujian province 

35  Trifoliata 1 Poncirus trifoliata HZAU 

36  Trifoliata 2 Poncirus trifoliata HZAU 

37  Trifoliata 3 Poncirus trifoliata HZAU 
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38  Trifoliata 4 Poncirus trifoliata HZAU 

39  Trifoliata 5 Poncirus trifoliata HZAU 

40  Trifoliata wild1 Poncirus trifoliata HZAU 

41  Trifoliata wild2 Poncirus trifoliata HZAU 

42 Trifoliata wild3 Poncirus trifoliata HZAU 
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Table S3  Results of microsatellite search 
Item Number/Size 
Total number of sequences examined  25388 
Total size of examined sequences/bp  22799411 
Total number of identified SSRs  976 
Number of SSR containing sequences  887 
Number of sequences containing more than 1 SSR 79 
Number of SSRs present in compound formation 50 

 


