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Fig. S1 Standard curve of catechins.

Area

4000000
3500000
3000000
2500000
2000000
1500000
1000000
500000
0

ECG

y = 18045x - 2245;
R? =09

100 150 200
Hg/mL

250




a

d
2
20
16
12 1
8
4
o
s
g
400
300
200
100
[
sp

TEA034012

TEA015769
080
070
060
050
040
030
020

000

TEAO06847

060
050
040
030
020

010

000
su Au

b

€

h

Sp

TEA022960

I

su

TEA032730

TEAD06643

su

Au

070
060
050
0.40
030
020
010

000

c TEA009266

f TEA023790

i novel.5740

sp su Au

0.50
0.45
0.40
035
030
0.25
020
015
010
0.05
0.00

Fig. S2 Expression patterns of nine genes responsible for flavonoid biosynthesis by gRT-PCR (blue column) and

RNA-seq (green line chart).
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Fig. S3 Pathway analysis of the effect of season on teas based on pathway-matched metabolites. (a) Spring vs

summer; (b) spring vs autumn; (c) summer vs autumn.



