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Abstract

Background: Fetal growth restriction (FGR) is a common pregnancy complication and a major contributor to increased perinatal mor-
bidity and mortality. Our previous studies have shown that the mannose-6-phosphate receptor (M6PR) is significantly upregulated in the
placenta of cases of selective FGR (sFGR). This study aimed to evaluate the M6PR levels in maternal serum during pregnancy as a novel
biomarker for predicting FGR and its subtypes. Methods: From an established prospective pregnancy cohort, we selected 256 singleton
pregnancies with FGR and 233 matched controls for analysis. Serum samples collected during gestation were analyzed for M6PR levels
using MILLIPLEX® human cytokine magnetic bead panels. Receiver operating characteristic (ROC) analysis assessed the predictive
value of M6PR. Results: The log10 multiples of the median (MoM) of M6PR were significantly lower in the FGR group than in the
control group during the third trimester, with an area under the ROC curve (AUC) of 0.736. When FGR was divided into early-onset and
late-onset groups in the third trimester, the log10 MoM of M6PR was significantly lower in the early-onset FGR group compared to the
control group, with an AUC of 0.723. Similarly, the log10 MoM of M6PR was significantly lower in the late-onset FGR group than in the
control group, with an AUC of 0.645. Conclusions: M6PR concentrations declined significantly during the third trimester, suggesting
that M6PR may serve as a novel biomarker for predicting FGR. Integrating M6PR with existing biomarkers has been shown to enhance
overall predictive accuracy, supporting timely clinical interventions.
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1. Introduction
Fetal growth restriction (FGR) represents a signifi-

cant obstetric challenge, affecting approximately 5–10% of
pregnancies worldwide [1,2]. It is diagnosed when a fe-
tus fails to reach its inherent growth potential, most com-
monly defined as an estimated fetal weight below the 10th
percentile for gestational age (GA) [3]. FGR is associ-
ated with a range of adverse perinatal outcomes, including
higher risks of perinatal mortality, neonatal intensive care
unit (NICU) admission, and long-term neurodevelopmental
impairment (NDI).

The etiology of FGR is multifactorial, characterized
by a complex interplay of maternal, fetal, and placental
factors [1,2,4]. Maternal conditions such as hypertension,
preeclampsia, malnutrition, and chronic underlying dis-
eases can compromise placental function, leading to insuf-
ficient nutrient and oxygen delivery to the fetus. Fetal fac-
tors, including chromosomal abnormalities and congenital
anomalies, also contribute to the development of FGR. Pla-
cental insufficiency, which disrupts the exchange of nutri-
ents and gases, is widely recognized as the primary mecha-
nism underlying FGR [2].

Current clinical practices for predicting FGRpredomi-
nantly rely on routine fetal ultrasonography, including mea-
surements of fetal biometry and Doppler assessments of
uterine and umbilical arteries [5]. However, the accuracy
of this method is influenced by factors such as maternal
obesity, inaccurate estimation of GA, and operator subjec-
tivity, which can lead to significant diagnostic errors. As
a result, 75% of cases of idiopathic FGRs (IFGRs) go un-
detected until delivery, and the detection rate among low-
risk pregnant women is only 15%. Limitations of ultra-
sound in predicting FGR also include operator dependency,
limited sensitivity in low-risk populations, and relatively
high false-positive rates. In recent years, several stud-
ies have shown that maternal serum biomarkers, such as
pregnancy-associated plasma protein A (PAPP-A) and pla-
cental growth factor (PIGF), may also serve as predictors
of FGR [6–9]. Although these biomarkers provide some
predictive value, their use alone in clinical settings remains
constrained by insufficient sensitivity and specificity, and
none of these measures can accurately predict FGR in the
first trimester.

https://www.imrpress.com/journal/CEOG
https://doi.org/10.31083/CEOG45923
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://orcid.org/0000-0003-4940-4260
https://orcid.org/0000-0001-6654-0331
https://orcid.org/0009-0008-4754-3244
https://orcid.org/0009-0008-0823-0755
https://orcid.org/0009-0008-1803-6622
https://orcid.org/0009-0003-0573-0838
https://orcid.org/0009-0007-1897-4558
https://orcid.org/0009-0000-1369-6527
https://orcid.org/0009-0005-6743-8036
https://orcid.org/0009-0000-0557-5127
https://orcid.org/0009-0003-9107-5437
https://orcid.org/0009-0000-8739-1056


Table 1. Consensus definition of FGR based on the ISUOG.
FGR parameters

Early-onset FGR (<32 weeks)

Any of the following:
AC < 3rd centile
EFW < 3rd centile
UtA Doppler velocimetry with absent end-diastolic flow

Or
AC or EFW < 10th centile

Combined with either of the following:
UtA-PI > 95th centile
UA-PI > 95th centile

Late-onset FGR (≥32 weeks)

Any of the following:
AC < 3rd centile
EFW < 3rd centile

Or 2 of the following:
AC or EFW < 10th centile
AC or EFW crossing centile > 2 quartiles
UA-PI > 95th centile
CPR < 5th centile

AC, abdominal circumference; EFW, estimated fetal weight; ISUOG, International Society of Ultra-
sound in Obstetrics andGynecology; UA, umbilical artery; UtA, uterine artery; CPR, cerebroplacental
ratio; PI, pulsatility index; FGR, fetal growth restriction.

Recently, interest has increased in identifying novel
biomarkers that allow timely interventions for mitigat-
ing adverse outcomes. In this context, the mannose-6-
phosphate receptor (M6PR) has emerged as a promising
candidate. M6PR is a multifunctional protein involved in
several physiological processes, including lysosomal en-
zyme trafficking, insulin-like growth factor II (IGF-II)-
mediated growth regulation, and modulation of signaling
pathways critical for cellular function [10]. Emerging ev-
idence suggests that M6PR plays a pivotal role in placen-
tal development and function, potentially influencing fetal
growth trajectories [6,11]. Zygmunt et al. [12] suggested
that IGF-II/M6PR promotes the invasion of trophoblast
cells into the uterus.

In a previous study, we performed RNA sequencing
(RNA-seq) on five pairs of monochorionic diamniotic twins
with selective FGR (sFGR) and three pairs of monochori-
onic diamniotic twins with normally grown fetuses (con-
trols). The analysis revealed a significant upregulation of
M6PR in the placental tissue of the sFGR group, suggest-
ing a potential association between M6PR and sFGR. Since
M6PR in the placenta can be released into the maternal
blood, it may become a potential biomarker for the diag-
nosis of FGR and fetal monitoring [11]. Based on the role
of M6PR in regulating placental function and our previ-
ous findings, the present study aimed to evaluate maternal
serumM6PR levels during pregnancy as a potential predic-
tive biomarker for FGR.

2. Materials and Methods
2.1 Study Design and Sample

This study was a prospective cohort study. We
identified and followed pregnant women who underwent
first-trimester pregnancy screening for Down syndrome at

the Maternity and Child Healthcare Hospital of Nanshan
District in Shenzhen, Guangdong Province, China, from
November 2021 to November 2022, until delivery. Within
this established prospective pregnancy cohort, 256 cases
of FGR were identified, and 233 controls were randomly
selected from cohort members without the condition. In
first trimester (from 8+0 to 13+6 weeks), the study included
a total of 131 FGR cases and 126 control. In the second
trimester (from 15+0 to 20+6 weeks), it included 93 FGR
cases and 85 control cases, and in the third trimester (from
28+0 weeks to delivery), it included 32 FGR cases and 22
control cases.

According to the American College of Obstetricians
and Gynecologists (ACOG) guidelines [13], FGR was de-
fined as estimated fetal weight (EFW) or abdominal cir-
cumference (AC) below the tenth percentile for gestational
age (GA) reference standards [14]. Subsequently, we fol-
lowed the consensus definition of the International Society
of Ultrasound in Obstetrics and Gynecology (ISUOG), and
classified FGR as early-onset FGR (<32 weeks of GA) or
late-onset FGR (≥32 weeks of GA) based on the GA at
diagnosis [15]. These parameters were different (see Ta-
ble 1). Early-onset FGR is more severe, often associated
with preeclampsia, and easier to detect, whereas late-onset
FGR is more common and more difficult to diagnose [16].
We excluded participants who were pregnant with more
than one baby, had undergone in vitro fertilization, were
diagnosed with a chromosomal disease or fetal anomaly,
developed gestational diabetes, terminated their pregnancy
before 24 weeks, or experienced fetal death.

The research involving human participants strictly ad-
hered to the ethical guidelines established by the institu-
tional and national research committees, as well as the
1964 Helsinki Declaration and its subsequent revisions.
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The study was approved by the Institutional Research Re-
view Board of the Maternity and Child Healthcare Hospi-
tal of Nanshan District. All participants provided written
informed consent. Patient confidentiality was rigorously
maintained throughout the study. This study fully complies
with established journal policies and procedures, ensuring
that all aspects of the research and publication process were
conducted appropriately.

2.2 Data Collection
The clinical data collected included maternal age,

weight, height, gravida, parity, GA at blood collection,
GA at birth, mode of conception, mode of delivery, Ap-
gar score, neonatal sex and weight, and admission to the
NICU. Body mass index (BMI) was calculated as weight
(in kilograms) divided by height2.

Blood samples were collected by venipuncture into
serum separator tubes, allowed to clot at room temperature
for 30 minutes, and then centrifuged at 3000 × g for 10 min-
utes. Serum was aliquoted and stored at –80 ℃ until anal-
ysis. Maternal serum M6PR levels were quantified using
the MILLIPLEX® MAP Human Cytokine Magnetic Bead
Panel (MilliporeSigma, Burlington, MA, USA) according
to the manufacturer’s instructions. Briefly, each serum
sample was appropriately diluted and incubated with a pre-
mixed panel of fluorescently labeled magnetic beads conju-
gated to specific antibodies againstM6PR. After washing to
remove unbound proteins, a detection antibody was added,
followed by streptavidin-phycoerythrin (SAPE) conjugate
for signal amplification. Then, the bead-bound complexes
were analyzed using a Luminex® 200 system (Luminex
Corporation, Austin, TX, USA), and data were acquired us-
ing MILLIPLEX® Analyst software. To account for ges-
tational age-related variations, M6PR concentrations were
expressed as log10 multiples of the median (MoM). This
normalization allows for the comparison of biomarker lev-
els across different gestational ages and mitigates potential
confounding effects.

2.3 Statistical Analysis
Statistical analyses were performed with the use of

R, version 4.2.2 (R Foundation for Statistical Computing,
Vienna, Austria). The normality of continuous variables
was assessed with the Shapiro-Wilk test. Measurement
data followed a normal distribution. A t-test was used
for comparisons between two groups, while analysis of
variance (ANOVA) was employed for comparisons among
multiple groups. Non-normally distributed measurement
data were represented as median (interquartile range), and
the Kruskal-Wallis test was used for group comparisons,
with subsequent pairwise comparisons conducted using the
Mann-Whitney U test (with Bonferroni correction). Cat-
egorical variables were expressed as frequencies and per-
centages and compared using the chi-square test or Fisher’s
exact test, as appropriate.

Receiver operating characteristic (ROC) curve analy-
sis was used to evaluate the ability of M6PR to discriminate
between early-onset and late-onset FGR. The area under the
ROC curve (AUC) was calculated, and optimal cutoff val-
ues were determined based on the Youden index. Logis-
tic regression models were constructed to assess the inde-
pendent predictive value of M6PR, adjusting for potential
confounders such as maternal age, BMI, and GA at sample
collection. p-value of <0.05 was considered statistically
significant.

3. Results
3.1 Sample Characteristics

The study included 233 control pregnant women.
FGR consisted of 131 cases in the first trimester, 93 cases
in the second trimester, and 32 cases in the third trimester.
M6PR concentrations were log10-transformed for subse-
quent analyses to approximate a normal distribution. We
then examined whether M6PR concentration was affected
by maternal characteristics such as GA, maternal BMI, and
maternal age. We compared maternal age, maternal BMI,
GA at sampling, and NICU admission in the control group.
All p-values of the four groups exceeded 0.05, indicating no
statistically significant differences among the groups. No
differences in maternal age, maternal BMI, GA, or NICU
admission were observed among the four groups. However,
among these four groups, maternal height (median 159.5,
157.5, 158, 157.8 cm, p< 0.001), multiparity (median 121,
44, 24, 12, p < 0.001), method of conception, mode of de-
livery, neonatal gender, birth weight (median 3280, 2660,
2610, 2575 g, p< 0.001), and birth weight Z score (median
0.62, –1.89, –2.22, –2.18 , p < 0.001) all showed statis-
tically significant differences (p < 0.05). These variables
were therefore considered to differ among the four groups
(see Table 2). All quantitative data were analyzed using the
Kruskal-Wallis test to determine whether significant differ-
ences existed between groups. The FGR group had lower
maternal height than that of the control group, and both birth
weight and birth weight Z score were also lower in the FGR
group than in the control group.

3.2 M6PR Variation Across Gestational Week in the
Control Group

In the control group, M6PR levels increased slightly
during the first trimester, remained stable during the sec-
ond trimester, and decreased significantly during the third
trimester. These patterns indicated that M6PR expression
was significantly affected by GA, with a marked decline
observed in the late pregnancy (Fig. 1).

3.3 Comparison of M6PR Levels Between Control and
FGR Groups

M6PR levels were compared across the four groups
(control and FGR in the first, second, and third trimesters)
using the Kruskal-Wallis test, which revealed a statistically
significant difference among the groups. These results in-

3

https://www.imrpress.com


Table 2. Clinical characteristics of pregnant women in the control and FGR group.
Control (n = 233) The first trimester FGR (n = 131) The second trimester FGR (n = 93) The third trimester FGR (n = 32) p-valuea

Maternal age (years) 31 (27.0–34.0) 30 (27.0–33.0) 30 (27.0–33.0) 30 (25.8–32.3) 0.601
Maternal BMI (kg/m2)

At the first trimester 21.1 (19.4–23.0) 20.7 (19.2–22.4) 21.0 (19.1–22.6) 20.9 (18.5–23.3) 0.364
At the second trimester 21.5 (19.8–23.6) 21.1 (19.6–23.0) 21.2 (19.6–23.1) 21.5 (19.7–23.9) 0.736
At the third trimester 26.0 (24.5–27.9) 25.7 (24.0–27.9) 25.6 (24.0–27.3) 26.6 (25.2–28.7) 0.311

Maternal height (cm) 159.5bc (156.0–163.5) 157.5 (153.00–160.25) 158 (154.0–160.5) 157.8 (155.0–160.0) <0.001
Gestational age (weeks)

At the first trimester 12.5 (12.3–12.7) 12.4 (12.3–12.7) 12.5 (12.3–12.7) 12.4 (12.1–12.8) 0.961
At the second trimester 16.4 (16.1–17.0) 16.6 (16.3–17.0) 16.6 (16.1–17.0) 16.6 (16.2–16.8) 0.734
At the third trimester 39.8 (39.0–40.3) 39.0 (38.1–39.9) 39.4 (38.9–39.9) 39.4 (38.9–39.9) 0.390

Parity
Nulliparous 112 (48.07%) 87 (66.41%) 69 (74.19%) 20 (62.50%)

<0.001
Multiparous 121 (51.93%) 44 (33.59%) 24 (25.81%) 12 (37.50%)

Method of conception
Spontaneous 161 (69.10%) 125 (95.42%) 90 (96.77%) 32 (100.00%)

<0.001
IVF 72 (30.90%) 6 (4.58%) 3 (3.23%) 0

Mode of delivery
NSD 149 (63.94%) 99 (75.57%) 70 (75.27%) 24 (75.00%)

<0.001CS 78 (33.48%) 27 (20.61%) 21 (22.58%) 8 (25.00%)
AVD 6 (2.58%) 5 (3.82%) 2 (2.15%) 0

Neonatal gender
Female 106 (45.49%) 43 (32.82%) 51 (54.84%) 16 (50.00%)

<0.05
Male 127 (54.51%) 88 (67.18%) 42 (45.16%) 16 (50.00%)

Birthweight (g) 3280 (3050.0–3540.0)bcd 2660 (2495.0–2785.0) 2610 (2400.0–2700.0) 2575 (2500.0–2697.5) <0.001
Birthweight Z score 0.62 (–0.25 to 1.46)bcd –1.89 (–2.28 to –1.315)b –2.22 (–2.66 to –1.82)c –2.18 (–2.46 to –1.94)c <0.001
NICU admission 6 (2.6%) 1 (0.8%) 1 (1.1%) 0 0.736
a p value of the Kruskal-Wallis test for overall comparison. b,c,d Post hoc Mann-Whitney U test with Bonferroni correction (p < 0.001): b = vs. control; c = vs. first-trimester FGR; d = vs.
second-trimester FGR. Only the reference (control) group or significantly different groups are marked for clarity. NSD, normal spontaneous delivery; CS, caesarean section; AVD, assisted
vaginal delivery; BMI, body mass index; IVF, in vitro fertilization; NICU, neonatal intensive care unit.
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Fig. 1. Trend of M6PR log10 MoM values across GA in the control group. Blue circles represent samples from the first trimester (1+0

to 13+6 weeks), green circles indicate samples from the second trimester (15+0 to 20+0 weeks), and red circles represent samples from the
third trimester (22+0 weeks to delivery). MoM, multiples of the median; M6PR, mannose-6-phosphate receptor; GA, gestational age.

Fig. 2. Comparison ofM6PR concentrations at different stages
of pregnancy.

dicate that at least one group differed significantly from the
others. To further clarify which groups were significantly
different, pairwise comparisons were performed with Bon-
ferroni correction. The results showed significant differ-
ences between the third trimester FGR group and the con-
trol group (p < 0.001), as well as between the first (p <

0.001) and second trimester FGR groups (p < 0.001). The
significant difference between the third trimester group and
the other groups indicates that the log10 MoM distribution
in the third trimester differs significantly from that in the
earlier stages. This conclusion is further supported by the
box plot, which shows that the overall values in the third

trimester group are significantly lower than in the other
groups (Fig. 2).

3.4 Comparison of M6PR Concentrations Among
Different Subtypes in the Third Trimester

Based on the observed difference in M6PR levels be-
tween the third trimester group and the control group, we
further compared the third trimester FGR group with the
third trimester control group. Data from three groups of
controls, early-onset FGR, and late-onset FGR were com-
pared by Kruskal-Wallis test. The test results showed that
there were statistical differences among the three groups,
suggesting that the overall distribution of the three groups
of data was significantly different (p < 0.05), indicating
that at least one group was significantly different from the
remaining groups. To further clarify differences between
specific subgroups, pairwise comparisons were performed
using Bonferroni correction (Dunn’s test with two sides).
Significant differences were observed between the control
group and early-onset FGR, the control group and late-onset
FGR, and early-onset group and late-onset FGR (Figs. 3,4).
Therefore, we found that M6PR levels decreased signifi-
cantly in both early-onset FGR and late-onset FGR.

3.5 Predictive Value of M6PR for FGR in the Third
Trimester

This ROC curve and associated metrics demonstrated
the performance of the model in distinguishing the control
group from the FGR group in the third trimester. The model
achieved an AUC of 0.736, indicating moderate discrimi-
natory ability in distinguishing the control group from the
FGR group in the third trimester, with a sensitivity of 0.812
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Fig. 3. Comparison of M6PR concentration between the con-
trol group and the early-onset FGR. ∗∗∗p < 0.001.

Fig. 4. Comparison of M6PR concentration between the con-
trol group and the late-onset FGR. ∗∗p < 0.01.

and a specificity of 0.785. These results suggest that the
model effectively identifies FGR cases while correctly clas-
sifying control cases in the third trimester (Fig. 5).

3.6 Predictive Value of M6PR for Early-Onset FGR

The ROC curve for early-onset FGR prediction
demonstrated an AUC of 0.723, indicating a model with
moderate discriminatory power (Fig. 6). At the optimal
threshold of 0.319, the model achieved a sensitivity of 0.7
and a specificity 0.773, indicating effective identification of
early-onset FGR cases with a low misclassification rate. In
addition, the positive predictive value (PPV) was 0.773 and
the negative predictive value (NPV) was 0.75, which indi-
cated that the model had high reliability in predicting both
positive and negative samples. The Youden index of 0.473
further substantiated the overall good performance of the

Fig. 5. Predictive value of M6PR for FGR in the third
trimester. AUC, area under the curve; PPV, positive predictive
value; NPV, negative predictive value; FPR, false positive rate;
FNR, false negative rate; ROC, receiver operating characteristic.

model. Therefore, the ROC curve showed that the model
exhibited good classification performance in the early-onset
prediction task and could be used for clinical screening and
early identification.

Fig. 6. Predictive value of M6PR for early-onset FGR.

3.7 Predictive Value of M6PR for Late-Onset FGR

The ROC curve for predicting late-onset FGR yielded
an AUC of 0.645, indicating fair discriminatory ability
(Fig. 7). At the optimal cut-off value of 0.697, the model
demonstrated a sensitivity of 0.591 and a specificity of
0.900, indicating effective identification of late-onset FGR
cases. The PPV was 0.855, and the NPV was 0.688, fur-
ther illustrating the reliability of the model in predicting
both positive and negative samples. The Youden index was
0.491, indicating good overall model performance. There-
fore, the ROC curve demonstrates the model potential clin-
ical application in predicting outcomes for late-onset FGR,
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Fig. 7. Predictive value of M6PR for late-onset FGR.

supporting its use for screening and early intervention in
these patients.

4. Discussion
The present study evaluated maternal serum M6PR

levels in late pregnancy as a novel biomarker to predict
FGR. The results demonstrated a significant association
between decreased M6PR levels and FGR in the third
trimester, indicating its strong predictive value. However,
serum M6PR concentrations during the first and second
trimesters showed no significant alterations compared with
the control group. In addition, reduced M6PR levels were
significantly associated with both early-onset and late-onset
FGR and idemonstrated significant predictive value. These
results advance our understanding of the pathophysiology
of FGR and support the development of early detection
strategies.

M6PR is an important cell membrane receptor that
mainly recognizes and transports enzymes labeled with
mannose-6-phosphate (M6P). These enzymes are synthe-
sized in the endoplasmic reticulum and then transported to
lysosomes to perform their functions. M6PR ensures nor-
mal cell metabolism and function through its role in en-
zyme binding and transport from the Golgi apparatus to the
lysosome [17]. Two types of M6PRs have been reported.
The mannose-6-phosphate/insulin-like growth factor II re-
ceptor (M6P/IGFII receptor, M6P/IGF2-R) binds the M6P
ligand and the IGF2 receptor. Cation-dependent mannose-
6-phosphate receptor (CD-M6PR) requires a bivalent cation
to bind the M6P ligand but not bind IGF2-R [18,19].
M6P/IGF2-R is also known as a cation-independent M6P
receptor (CI-M6PR) because it binds its ligand without re-
quire ions [20–22]. The molecular weight of CD-M6PR
is 46 kDa, and the molecular weight of CI-M6PR is 250
kDa [22,23]. M6PR mediates the transport of M6P-labeled
enzymes from the Golgi to the lysosome, a key process
in its biological function. This process is key for cellular

metabolism and the clearance of intracellular substances.
M6PR internalizes bound enzymes into the cell through en-
docytosis and subsequently delivers them to the endoplas-
mic reticulum or lysosome, where they perform their func-
tions [24]. M6PR also plays a role in cell signaling, affect-
ing cell growth, differentiation, and metabolism. Dysfunc-
tion of M6PR is associated with a various diseases, includ-
ing lysosomal storage disorders (e.g., Gaucher disease and
Fabry disease), as well as certain types of cancer [25–28].

A decrease in M6PR may impact fetal growth by dis-
rupting intracellular transport, particularly in the delivery of
enzymes and nutrients essential for cell growth. Reduced
expression of M6PR can impair the transport of nutrients
and enzymes, thereby affecting normal fetal growth and de-
velopment. In addition to its in substance transport, M6PR
may also play a role in cell signaling. Decreased M6PR ex-
pression may affect cellular responses to growth factors and
other signaling molecules, which in turn affect fetal growth
regulation. M6PR dysfunction can impair lysosomal func-
tion, increasing the risk of apoptosis. Such cell death may
compromise fetal tissue development and organ formation.
M6PR is associated with cellular antioxidant capacity, and
a decrease in M6PR levels may lower cellular resistance to
oxidative stress, thereby increasing the risk of fetal dam-
age. The placenta is the main structure supporting fetal
growth, and a decrease in M6PR may impair placental cell
function, thereby disrupting nutrient and gas exchange be-
tween mother and fetus. Reduced M6PR may also affect
the expression of growth-related genes, potentially leading
to FGR.

The decrease in M6PR may impair cellular nutrient
uptake and utilization, thereby adversely affecting fetal
growth. Themammalian target of rapamycin (mTOR) path-
way is a key regulator of cell growth and metabolism, con-
trolling cell growth, proliferation, protein synthesis, and
autophagy [29,30]. During embryonic development, pre-
cise regulation of the mTOR pathway is essential, as its
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abnormal activation or inhibition can result in FGR [31–
34]. WhenM6PR is reduced, it may impair lysosomal func-
tion and disrupt cellular nutrient processing and utilization.
Under these conditions, cells may fail to maintain normal
mTOR pathway activity. Inhibition of mTOR results in re-
duced expression of cyclin D and cyclin-dependent kinase
4 (CDK4), restricting cell growth and proliferation and af-
fecting normal fetal development [35–37]. Combined with
the alterations in the mTOR pathway, we speculated that
the reduction in M6PR may form a feedback loop, thereby
further exacerbating FGR. This potential mechanism may
involve complex cellular signaling, leading to impaired pla-
cental function and compromised maternal nutrient supply
to the fetus. In summary, our findings suggest a potential
link between decreased M6PR, mTOR pathway dysregu-
lation, and the pathogenesis of FGR. Investigating these
mechanisms could enhance our understanding of the patho-
physiological processes underlying FGR and provide novel
insights for its prevention and treatment.

Although current serological biomarkers provide
some utility in predicting FGR, their clinical application
remains limited due to suboptimal performance. In con-
trast, M6PR represents an emerging biomarker that may of-
fer improved specificity and sensitivity, as well as directly
reflect the underlying pathophysiology of FGR, warrant-
ing further investigation and validation. The AUC, which
ranges from 0.5 (no discrimination) to 1.0 (perfect discrimi-
nation), is an important metric to evaluate the classification
performance of the model. In this study, the model pre-
dicted third trimester FGR with an AUC of 0.736, showing
good ability to distinguish the control group from the non-
control group. The sensitivity was 0.812, indicating that the
model had a high accuracy in identifying the non-control
group, such as third trimester FGR patients, while the speci-
ficity was 0.785. This also indicates that the accuracy of the
model is relatively high when excluding controls, such as
healthy individuals. Such performance metrics are promis-
ing for clinical applications, especially for screening and
early intervention of patients in third trimester patients. In
the detailed analysis of model performance, we examined
not only the AUC value of the model but also the positive
and negative prediction rates, which are critical to evaluate
the potential of the model in clinical diagnosis. The positive
prediction rate was 0.791, whichmeant that when themodel
predicted a non-control group, it was correct 79.1% of the
time, which provided strong decision support for clinicians.
At the same time, the negative prediction rate of 0.807 in-
dicated that when the model predicts a control group, it was
accurate 80.7% of the time, further enhancing its reliability
in ruling out the disease. The false positive and false nega-
tive rates revealed the types of errors that may occur in the
prediction process of the model. The false positive rate was
0.215, indicating a 21.5% chance that the model would mis-
classify a control case as non-control, which could lead to
unnecessary further testing or treatment. The false negative
rate was 0.188, which meant that there was 18.8% chance

that the model would miss non-control group cases, which
needed special attention in clinical practice. The Youden
index was 0.598, reflecting the combined sensitivity and
specificity of the model. It reflected the ability of the model
to distinguish between different disease states and provided
a quantitative measure of its overall performance.

Previous studies have evaluated other biomarkers for
FGR prediction. For instance, elevated levels of soluble
fms-like tyrosine kinase-1 (sFlt1, also known as VEGFR1)
in maternal blood were reported to be associated with FGR
[38,39]. The sensitivities were 0.64 and 0.89, and the speci-
ficities were 0.54 and 0.62, respectively. The AUC of
ROC was 0.777, and the NPV was 0.98. However, the
PPV was only 0.17. Maternal plasma soluble intercellu-
lar adhesion molecule-1 (sICAM-1) and soluble vascular
cell adhesion molecule-1 (sVCAM-1) were both increased
between the 22 and 29 weeks of gestation. The sensitiv-
ity and specificity of sICAM-1 were 0.42 and 0.16, respec-
tively, and those of sVCAM-1 were 0.16 and 0.03, respec-
tively [40,41]. In conclusion, M6PR is a superior marker to
predict the occurrence and progression of FGR in the third
trimester. Compared with other markers, it offers irreplace-
able advantages and is more suitable for clinical diagnosis.

Currently, the role of M6PR in the pathological mech-
anisms of FGR remains unclear. Future research should fo-
cus on the pathways through which M6PR influences pla-
cental function and fetal growth. Exploring the interplay
between M6PR and other growth factors, inflammatory
markers, and placental morphogenesis may provide a more
comprehensive understanding of its role in FGR.Moreover,
combining M6PR with a panel of emerging biomarkers
and applying advanced statistical models, such as machine
learning algorithms, may further enhance predictive accu-
racy and facilitate personalized approaches to FGR man-
agement. M6PR emerges as a promising novel biomarker
for the prediction of early- and late-onset FGR in maternal
serum during the third trimester. However, its efficacy in
predicting FGR in the first and second trimesters remains
limited. Continued investigation into M6PR and its inte-
gration with comprehensive biomarker panels could pave
the way for more effective strategies in the prevention and
management of FGR, ultimately improving perinatal out-
comes.

Limitations
Our study was based on a prospective cohort with a

well-defined population. However, there were some lim-
itations to our research. Notably, M6PR expression was
not assessed in the placenta. Moreover, the sample size,
particularly in the third trimester, was limited, highlight-
ing the need to validate M6PR’s predictive value in differ-
ent populations through large-scale, multi-center cohorts.
Finally, we excluded high-risk populations, such as those
with preeclampsia or fetal abnormalities, in the preliminary
phase, which may limit the generalizability of our conclu-
sions to broader clinical settings.
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5. Conclusions
This study demonstrated that maternal serum M6PR

levels were significantly lower during the third trimester
in patients with FGR. M6PR alone demonstrated supe-
rior predictive performance for early-onset FGR, with an
AUC of 0.723, whereas the AUC for late-onset FGR was
0.645. These findings highlight the potential of M6PR as
a biomarker for predicting FGR and its subtypes, suggest-
ing that it could be incorporated into serological screening
strategies for FGR.

Availability of Data and Materials
The datasets used and analyzed during the current

study are available from the corresponding author on rea-
sonable request.

Author Contributions
WL, PS designed the research study. XB and YC per-

formed the research. WL, ZG and YH analyzed the data.
YL and YH participated in data collection and processing.
YL, SZ and LZ contributed to the study design and to revi-
sion of the manuscript. JX, JL and ZC contributed to data
collection. All authors contributed to editorial changes in
the manuscript. All authors read and approved the final
manuscript. All authors have participated sufficiently in
the work and agreed to be accountable for all aspects of the
work.

Ethics Approval and Consent to Participate
Research ethics approvals were granted at the Med-

ical Ethics Committee of Maternity and Child Healthcare
Hospital of Nanshan District (approval reference number
NSFYEC-KY-2021047) and conducted in accordance with
the Declaration of Helsinki. All participants provided in-
formed consent prior to inclusion in the study.

Acknowledgment
We thank the peer reviewers for their constructive

comments and the clinical records team for assistance with
data retrieval.

Funding
This project was funded by Nanshan district

health system science and technology major project
(NSZD2023067), Supported by Sanming Project of
Medicine in Shenzhen Nanshan (No.202407).

Conflict of Interest
The authors declare no conflict of interest.

Supplementary Material
Supplementary material associated with this article

can be found, in the online version, at https://doi.org/10.
31083/CEOG45923.

References
[1] Bendix I, Miller SL, Winterhager E. Editorial: Causes and Con-

sequences of Intrauterine Growth Restriction. Frontiers in En-
docrinology. 2020; 11: 205. https://doi.org/10.3389/fendo.2020.
00205.

[2] Nowakowska BA, Pankiewicz K, Nowacka U, Niemiec M,
Kozłowski S, Issat T. Genetic Background of Fetal Growth Re-
striction. International Journal of Molecular Sciences. 2021; 23:
36. https://doi.org/10.3390/ijms23010036.

[3] Shrivastava D, Master A. Fetal Growth Restriction. Journal of
Obstetrics and Gynaecology of India. 2020; 70: 103–110. https:
//doi.org/10.1007/s13224-019-01278-4.

[4] Zur RL, Kingdom JC, Parks WT, Hobson SR. The Placental Ba-
sis of Fetal Growth Restriction. Obstetrics andGynecology Clin-
ics of North America. 2020; 47: 81–98. https://doi.org/10.1016/
j.ogc.2019.10.008.

[5] Salomon LJ, Alfirevic Z, Da Silva Costa F, Deter RL, Figueras
F, Ghi T, et al. ISUOG Practice Guidelines: ultrasound assess-
ment of fetal biometry and growth. Ultrasound in Obstetrics &
Gynecology. 2019; 53: 715–723. https://doi.org/10.1002/uog.
20272.

[6] Papastefanou I, Wright D, Lolos M, Anampousi K, Mamalis M,
Nicolaides KH. Competing-risks model for prediction of small-
for-gestational-age neonate frommaternal characteristics, serum
pregnancy-associated plasma protein-A and placental growth
factor at 11-13 weeks’ gestation. Ultrasound in Obstetrics &
Gynecology. 2021; 57: 392–400. https://doi.org/10.1002/uog.
23118.

[7] Sovio U, Gaccioli F, Cook E, Charnock-Jones DS, Smith GCS.
Association between adverse pregnancy outcome and placen-
tal biomarkers in the first trimester: A prospective cohort
study. BJOG. 2024; 131: 823–831. https://doi.org/10.1111/
1471-0528.17691.

[8] Spencer R, MaksymK, Hecher K, Maršál K, Figueras F, Ambler
G, et al. Maternal PlGF and umbilical Dopplers predict preg-
nancy outcomes at diagnosis of early-onset fetal growth restric-
tion. The Journal of Clinical Investigation. 2023; 133: e169199.
https://doi.org/10.1172/JCI169199.

[9] StepanH,GalindoA,HundM, SchlembachD, Sillman J, Surbek
D, et al. Clinical utility of sFlt-1 and PlGF in screening, predic-
tion, diagnosis andmonitoring of pre-eclampsia and fetal growth
restriction. Ultrasound in Obstetrics & Gynecology. 2023; 61:
168–180. https://doi.org/10.1002/uog.26032.

[10] Gauthier C, Mariot J, Daurat M, Dhommée C, El Cheikh K,
Morère E, et al. Mannose 6-phosphate receptor-targeting anti-
bodies preserve Fc receptor-mediated recycling. Journal of Con-
trolled Release. 2023; 358: 465–475. https://doi.org/10.1016/j.
jconrel.2023.05.011.

[11] Li W, Chung CYL, Wang CC, Chan TF, Leung MBW, Chan
OK, et al. Monochorionic twins with selective fetal growth re-
striction: insight from placental whole-transcriptome analysis.
American Journal of Obstetrics and Gynecology. 2020; 223:
749.e1–749.e16. https://doi.org/10.1016/j.ajog.2020.05.008.

[12] Zygmunt M,McKinnon T, Herr F, Lala PK, Han VKM. HCG in-
creases trophoblast migration in vitro via the insulin-like growth
factor-II/mannose-6 phosphate receptor. Molecular Human Re-
production. 2005; 11: 261–267. https://doi.org/10.1093/molehr
/gah160.

[13] Fetal Growth Restriction: ACOG Practice Bulletin, Number
227. Obstetrics and Gynecology. 2021; 137: e16–e28. https:
//doi.org/10.1097/AOG.0000000000004251.

[14] Damhuis SE, Ganzevoort W, Gordijn SJ. Abnormal Fetal
Growth: Small for Gestational Age, Fetal Growth Restriction,
Large for Gestational Age: Definitions and Epidemiology. Ob-
stetrics and Gynecology Clinics of North America. 2021; 48:
267–279. https://doi.org/10.1016/j.ogc.2021.02.002.

[15] Lees CC, Romero R, Stampalija T, Dall’Asta A, DeVore GA,

9

https://doi.org/10.31083/CEOG45923
https://doi.org/10.31083/CEOG45923
https://doi.org/10.3389/fendo.2020.00205
https://doi.org/10.3389/fendo.2020.00205
https://doi.org/10.3390/ijms23010036
https://doi.org/10.1007/s13224-019-01278-4
https://doi.org/10.1007/s13224-019-01278-4
https://doi.org/10.1016/j.ogc.2019.10.008
https://doi.org/10.1016/j.ogc.2019.10.008
https://doi.org/10.1002/uog.20272
https://doi.org/10.1002/uog.20272
https://doi.org/10.1002/uog.23118
https://doi.org/10.1002/uog.23118
https://doi.org/10.1111/1471-0528.17691
https://doi.org/10.1111/1471-0528.17691
https://doi.org/10.1172/JCI169199
https://doi.org/10.1002/uog.26032
https://doi.org/10.1016/j.jconrel.2023.05.011
https://doi.org/10.1016/j.jconrel.2023.05.011
https://doi.org/10.1016/j.ajog.2020.05.008
https://doi.org/10.1093/molehr/gah160
https://doi.org/10.1093/molehr/gah160
https://doi.org/10.1097/AOG.0000000000004251
https://doi.org/10.1097/AOG.0000000000004251
https://doi.org/10.1016/j.ogc.2021.02.002
https://www.imrpress.com


Prefumo F, et al. Clinical Opinion: The diagnosis and man-
agement of suspected fetal growth restriction: an evidence-
based approach. American Journal of Obstetrics and Gynecol-
ogy. 2022; 226: 366–378. https://doi.org/10.1016/j.ajog.2021.
11.1357.

[16] Melamed N, Baschat A, Yinon Y, Athanasiadis A, Mecacci F,
Figueras F, et al. FIGO (international Federation of Gynecology
and obstetrics) initiative on fetal growth: best practice advice
for screening, diagnosis, and management of fetal growth re-
striction. International Journal of Gynaecology and Obstetrics.
2021; 152: 3–57. https://doi.org/10.1002/ijgo.13522.

[17] Ahn G, Riley NM, Kamber RA, Wisnovsky S, Moncayo von
Hase S, Bassik MC, et al. Elucidating the cellular determi-
nants of targeted membrane protein degradation by lysosome-
targeting chimeras. Science. 2023; 382: eadf6249. https://doi.or
g/10.1126/science.adf6249.

[18] Kanzaki M, Tsukimura T, Chiba Y, Sakuraba H, Togawa T. Sur-
face plasmon resonance analysis of complex formation of ther-
apeutic recombinant lysosomal enzymes with domain 9 of hu-
man cation-independent mannose 6-phosphate receptor. Molec-
ular Genetics andMetabolism Reports. 2020; 25: 100639. https:
//doi.org/10.1016/j.ymgmr.2020.100639.

[19] MikitiukM,Barczyński J, Bielski P, ArciniegaM, TyrchaU,Hec
A, et al. IGF2 Peptide-Based LYTACs for Targeted Degradation
of Extracellular and Transmembrane Proteins. Molecules. 2023;
28: 7519. https://doi.org/10.3390/molecules28227519.

[20] Calcagni’ A, Staiano L, Zampelli N, Minopoli N, Herz NJ, Di
Tullio G, et al. Loss of the batten disease protein CLN3 leads
to mis-trafficking of M6PR and defective autophagic-lysosomal
reformation. Nature Communications. 2023; 14: 3911. https://
doi.org/10.1038/s41467-023-39643-7.

[21] Gerber H, Mosser S, Boury-Jamot B, Stumpe M, Piersig-
illi A, Goepfert C, et al. The APMAP interactome reveals
new modulators of APP processing and beta-amyloid produc-
tion that are altered in Alzheimer’s disease. Acta Neuropatho-
logica Communications. 2019; 7: 13. https://doi.org/10.1186/
s40478-019-0660-3.

[22] Ohradanova-Repic A, Machacek C, Donner C, Mühlgrabner
V, Petrovčíková E, Zahradníková A, Jr, et al. The man-
nose 6-phosphate/insulin-like growth factor 2 receptor medi-
ates plasminogen-induced efferocytosis. Journal of Leukocyte
Biology. 2019; 105: 519–530. https://doi.org/10.1002/JLB.1A
B0417-160RR.

[23] Ali LMA, Simon M, El Cheikh K, Aguesseau-Kondrotas
J, Godefroy A, Nguyen C, et al. Topological Requirements
for CI-M6PR-Mediated Cell Uptake. Bioconjugate Chemistry.
2019; 30: 2533–2538. https://doi.org/10.1021/acs.bioconjchem.
9b00590.

[24] Gauthier C, El Cheikh K, Basile I, Daurat M, Morère E, Gar-
cia M, et al. Cation-independent mannose 6-phosphate receptor:
From roles and functions to targeted therapies. Journal of Con-
trolled Release. 2024; 365: 759–772. https://doi.org/10.1016/j.
jconrel.2023.12.014.

[25] Klein AD, Outeiro TF. Glucocerebrosidase mutations disrupt the
lysosome and now the mitochondria. Nature Communications.
2023; 14: 6383. https://doi.org/10.1038/s41467-023-42107-7.

[26] Klingelhöfer D, Braun M, Seeger-Zybok RK, Quarcoo D, Brüg-
gmann D, Groneberg DA. Global research on Fabry’s disease:
Demands for a rare disease. Molecular Genetics & Genomic
Medicine. 2020; 8: e1163. https://doi.org/10.1002/mgg3.1163.

[27] Maller T, Ben-Zvi I, Lidar M, Livneh A. Screening for Fabry’s
disease in a high-risk subpopulation of FMF. European Jour-
nal ofMedical Research. 2022; 27: 210. https://doi.org/10.1186/
s40001-022-00846-1.

[28] Pitcairn C, Wani WY, Mazzulli JR. Dysregulation of the

autophagic-lysosomal pathway in Gaucher and Parkinson’s dis-
ease. Neurobiology of Disease. 2019; 122: 72–82. https://doi.or
g/10.1016/j.nbd.2018.03.008.

[29] Deleyto-Seldas N, Efeyan A. The mTOR-Autophagy Axis and
the Control of Metabolism. Frontiers in Cell and Developmental
Biology. 2021; 9: 655731. https://doi.org/10.3389/fcell.2021.
655731.

[30] Liu GY, Sabatini DM. mTOR at the nexus of nutrition,
growth, ageing and disease. Nature Reviews. Molecular
Cell Biology. 2020; 21: 183–203. https://doi.org/10.1038/
s41580-019-0199-y.

[31] Beetch M, Alejandro EU. Placental mTOR Signaling and Sex-
ual Dimorphism in Metabolic Health across the Lifespan of Off-
spring. Children. 2021; 8: 970. https://doi.org/10.3390/children
8110970.

[32] Dong J, Xu Q, Qian C, Wang L, DiSciullo A, Lei J, et al. Fetal
growth restriction exhibits various mTOR signaling in different
regions of mouse placentas with altered lipid metabolism. Cell
Biology and Toxicology. 2024; 40: 15. https://doi.org/10.1007/
s10565-024-09855-8.

[33] Hung TH, Wu CP, Chen SF. Differential Changes in Akt and
AMPK Phosphorylation Regulating mTOR Activity in the Pla-
centas of Pregnancies Complicated by Fetal Growth Restriction
and Gestational Diabetes Mellitus With Large-For-Gestational
Age Infants. Frontiers in Medicine. 2021; 8: 788969. https:
//doi.org/10.3389/fmed.2021.788969.

[34] Tsuchiya K, Tanaka K, Tanaka H,Maki S, Enomoto N, Takakura
S, et al. Tadalafil Treatment Ameliorates Hypoxia and Alters
Placental Expression of Proteins Downstream of mTOR Sig-
naling in Fetal Growth Restriction. Medicina. 2020; 56: 722.
https://doi.org/10.3390/medicina56120722.

[35] Benavides-Serrato A, Saunders JT, Kumar S, Holmes B, Bena-
vides KE, Bashir MT, et al. m6A-modification of cyclin D1 and
c-myc IRESs in glioblastoma controls ITAF activity and resis-
tance to mTOR inhibition. Cancer Letters. 2023; 562: 216178.
https://doi.org/10.1016/j.canlet.2023.216178.

[36] Cai Z, Wang J, Li Y, Shi Q, Jin L, Li S, et al. Overexpressed Cy-
clin D1 and CDK4 proteins are responsible for the resistance
to CDK4/6 inhibitor in breast cancer that can be reversed by
PI3K/mTOR inhibitors. Science China. Life Sciences. 2023; 66:
94–109. https://doi.org/10.1007/s11427-021-2140-8.

[37] Crozier L, Foy R, Adib R, Kar A, Holt JA, Pareri AU, et al.
CDK4/6 inhibitor-mediated cell overgrowth triggers osmotic
and replication stress to promote senescence. Molecular Cell.
2023; 83: 4062–4077.e5. https://doi.org/10.1016/j.molcel.2023.
10.016.

[38] Palmrich P, Kalafat E, Pateisky P, Schirwani-Hartl N, Haberl C,
Herrmann C, et al. Prognostic value of angiogenic markers in
pregnancy with fetal growth restriction. Ultrasound in Obstetrics
&Gynecology. 2024; 63: 619–626. https://doi.org/10.1002/uog.
27509.

[39] Schoots MH, Bourgonje MF, Bourgonje AR, Prins JR, van
Hoorn EGM, Abdulle AE, et al. Oxidative stress biomarkers in
fetal growth restriction with and without preeclampsia. Placenta.
2021; 115: 87–96. https://doi.org/10.1016/j.placenta.2021.09.
013.

[40] Diab AE, El-Behery MM, Ebrahiem MA, Shehata AE. Angio-
genic factors for the prediction of pre-eclampsia in women with
abnormal midtrimester uterine artery Doppler velocimetry. In-
ternational Journal of Gynaecology and Obstetrics. 2008; 102:
146–151. https://doi.org/10.1016/j.ijgo.2008.02.016.

[41] Stepan H, Unversucht A, Wessel N, Faber R. Predictive value
of maternal angiogenic factors in second trimester pregnancies
with abnormal uterine perfusion. Hypertension. 2007; 49: 818–
824. https://doi.org/10.1161/01.HYP.0000258404.21552.a3.

10

https://doi.org/10.1016/j.ajog.2021.11.1357
https://doi.org/10.1016/j.ajog.2021.11.1357
https://doi.org/10.1002/ijgo.13522
https://doi.org/10.1126/science.adf6249
https://doi.org/10.1126/science.adf6249
https://doi.org/10.1016/j.ymgmr.2020.100639
https://doi.org/10.1016/j.ymgmr.2020.100639
https://doi.org/10.3390/molecules28227519
https://doi.org/10.1038/s41467-023-39643-7
https://doi.org/10.1038/s41467-023-39643-7
https://doi.org/10.1186/s40478-019-0660-3
https://doi.org/10.1186/s40478-019-0660-3
https://doi.org/10.1002/JLB.1AB0417-160RR
https://doi.org/10.1002/JLB.1AB0417-160RR
https://doi.org/10.1021/acs.bioconjchem.9b00590
https://doi.org/10.1021/acs.bioconjchem.9b00590
https://doi.org/10.1016/j.jconrel.2023.12.014
https://doi.org/10.1016/j.jconrel.2023.12.014
https://doi.org/10.1038/s41467-023-42107-7
https://doi.org/10.1002/mgg3.1163
https://doi.org/10.1186/s40001-022-00846-1
https://doi.org/10.1186/s40001-022-00846-1
https://doi.org/10.1016/j.nbd.2018.03.008
https://doi.org/10.1016/j.nbd.2018.03.008
https://doi.org/10.3389/fcell.2021.655731
https://doi.org/10.3389/fcell.2021.655731
https://doi.org/10.1038/s41580-019-0199-y
https://doi.org/10.1038/s41580-019-0199-y
https://doi.org/10.3390/children8110970
https://doi.org/10.3390/children8110970
https://doi.org/10.1007/s10565-024-09855-8
https://doi.org/10.1007/s10565-024-09855-8
https://doi.org/10.3389/fmed.2021.788969
https://doi.org/10.3389/fmed.2021.788969
https://doi.org/10.3390/medicina56120722
https://doi.org/10.1016/j.canlet.2023.216178
https://doi.org/10.1007/s11427-021-2140-8
https://doi.org/10.1016/j.molcel.2023.10.016
https://doi.org/10.1016/j.molcel.2023.10.016
https://doi.org/10.1002/uog.27509
https://doi.org/10.1002/uog.27509
https://doi.org/10.1016/j.placenta.2021.09.013
https://doi.org/10.1016/j.placenta.2021.09.013
https://doi.org/10.1016/j.ijgo.2008.02.016
https://doi.org/10.1161/01.HYP.0000258404.21552.a3
https://www.imrpress.com

	1. Introduction
	2. Materials and Methods
	2.1 Study Design and Sample
	2.2 Data Collection
	2.3 Statistical Analysis

	3. Results
	3.1 Sample Characteristics
	3.2 M6PR Variation Across Gestational Week in the Control Group
	3.3 Comparison of M6PR Levels Between Control and FGR Groups
	3.4 Comparison of M6PR Concentrations Among Different Subtypes in the Third Trimester
	3.5 Predictive Value of M6PR for FGR in the Third Trimester
	3.6 Predictive Value of M6PR for Early-Onset FGR
	3.7 Predictive Value of M6PR for Late-Onset FGR

	4. Discussion
	Limitations

	5. Conclusions
	Availability of Data and Materials
	Author Contributions
	Ethics Approval and Consent to Participate
	Acknowledgment
	Funding
	Conflict of Interest
	Supplementary Material

